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Figure S1. Occurrence of small,
secreted non-annotated proteins
of PtoDC3000 in Pseudomonas
species.

BLAST scores were generated for
each of the 131 small secreted, non-
annotated proteins against each of the
protein databases of 24 sequenced
Pseudomonas species. BLAST scores
were presented in shades of red, and
black boxes represent no significant
BLAST score. Blast scores are
clustered over both the species and
proteins. Conservation of the proteins
occurs in five groups (1-5, right side).
Representatives having the highest SP
scores were picked from each of these
classes and produced and purified
(black boxes).

P. syringae pv tomato
(PtoDC3000); pv. syringae
(PsyB7284d); pv. phaseolicola
(Pph1448A); pv. tabaci
(Ptall1528); P. fulva (Pfulval2-X);
P. mendocina (PmNK-01 and
PmYMP); P. stutzeri (PtA1501); P.
aeruginosa (PaPA7, PaC3719,
PaPACS2, PaLESB58, Pa39016,
PaPA 14, Pa2192 and PaPAO1); P.
brassicacearum (PbbNFM421); P.
fluorescence (PfO-1, PFSBW25
and Pf-5); P. entomophila
(PeL48); P. putida (PpGB-1, PpF1,
PpW619 and PpK T2440).



