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Figure S1.  Bisulfite sequencing of clones from TYLCCNV genome fragments MeA1 to 
MeA6.  N. benthamiana plants were inoculated with TYLCCNV alone or co-inoculated 
with TYLCCNV+TYLCCNB.  Methylation of the six TYLCCNV fragments was 
assessed by bisulfite sequencing.  Twenty clones were sequenced for each fragment.  The 
circles represent cytosines in each fragment and are color coded according to sequence 
context (red CG, green CHH, blue CNG).  Filled circles indicate methylation, and each 
line represents the sequence of an individual clone.  PCR primers used to amplify viral 
DNA fragments are listed in Table S1.   


