Supplemental Table 1. PCR efficiency (meanSD) of each primer set corresponding to the box and whisker plots in Fig 1A, 2, 3 and 4, and statistical tests of PCR efficiencies for reactions containing the same template with different primer sets at 100 nM, 500 nM or 900 nM, except the group with respective Tel-ds, 36B4-ds and IFNB1-ds templates.
	Cycling program
	#1 (60oC only)
	#2 (49oC -60oC)
	#3 (56oC -60oC)
	#4 (60oC -60oC)

	Primer concentration (nM)
	100
	500
	900
	100
	500
	900
	100
	500
	900
	100
	500
	900

	Template
	Tel-ds
	

	Primer
pair
	tel1/tel2
	1.770.04
	1.850.04
	1.840.02
	

	
	tel1b/tel2b
	1.770.04
	1.830.02
	1.850.02
	

	
	telg/telc
	1.780.01
	1.810.02
	1.840.02
	

	p-value
among the 3 sets of primers
	0.9095
	0.0251
	0.3355
	

	Significance (<0.05)
	ns
	*
	ns
	

	Template
	36B4-ds
	

	Primer
pair
	36B4
	1.800.03
	1.810.01
	1.820.02
	

	Template
	IFNB1-ds
	

	Primer
pair
	IFNB1
	1.800.03
	1.820.02
	1.830.02
	

	p-value 
among the 2 sets of primers
	0.9486
	0.496
	0.2554
	

	Significance (<0.05)
	ns
	ns
	ns
	

	Template
	IFNB1-36B4-ds

	Primer
pair
	36B4
	1.800.02
	1.830.01
	1.830.01
	1.810.04
	1.830.04
	1.850.02
	1.820.06
	1.830.03
	1.850.04
	1.810.06
	1.830.04
	1.840.04

	
	IFNB1
	1.770.01
	1.790.06
	1.810.02
	1.790.05
	1.800.02
	1.830.02
	1.800.04
	1.810.02
	1.820.03
	1.800.03
	1.830.04
	1.820.03

	p-value 
between the 2 sets of primers
	0.0037
	0.156
	0.0027
	0.2237
	0.0264
	0.0853
	0.3469
	0.1405
	0.0436
	0.7064
	0.8508
	0.3259

	Significance (<0.05)
	**
	ns
	**
	ns
	*
	ns
	ns
	ns
	*
	ns
	ns
	ns

	Template
	Tel-36B4-ds

	Primer
pair
	tel1/tel2
	1.760.05
	1.820.02
	1.830.02
	1.770.03
	1.820.02
	1.840.02
	1.770.03
	1.820.02
	1.830.01
	1.780.02
	1.820.02
	1.830.03

	
	tel1b/tel2b
	1.780.02
	1.820.01
	1.850.02
	1.780.02
	1.830.01
	1.840.03
	1.790.03
	1.830.01
	1.840.01
	1.780.01
	1.820.01
	1.830.01

	
	telg/telc
	1.770.02
	1.810.02
	1.820.02
	1.790.03
	1.810.01
	1.830.04
	1.790.02
	1.820.02
	1.840.02
	1.790.03
	1.810.02
	1.820.02

	
	36B4
	1.780.04
	1.820.02
	1.820.02
	1.790.06
	1.810.02
	1.830.02
	1.800.03
	1.810.02
	1.820.02
	1.810.05
	1.820.02
	1.840.03

	p-value 
among the 4 sets of primers
	0.5922
	0.3451
	0.0246
	0.34249
	0.0331
	0.9823
	0.0888
	0.1359
	0.0008
	0.2059
	0.2746
	0.3936

	Significance (<0.05)
	ns
	ns
	*
	ns
	*
	ns
	ns
	ns
	***
	ns
	ns
	ns

	Template
	Tel-IFNB1-ds

	Primer
pair
	tel1/tel2
	1.780.05
	1.810.03
	1.840.02
	1.780.03
	1.810.02
	1.830.03
	1.780.05
	1.820.03
	1.850.03
	1.770.05
	1.800.03
	1.820.03

	
	tel1b/tel2b
	1.810.03
	1.830.02
	1.850.03
	1.780.01
	1.840.02
	1.850.02
	1.780.03
	1.840.02
	1.870.03
	1.780.03
	1.830.02
	1.840.03

	
	telg/telc
	1.790.03
	1.810.04
	1.830.02
	1.790.03
	1.810.02
	1.850.04
	1.760.03
	1.800.02
	1.830.02
	1.780.02
	1.810.02
	1.820.02

	
	IFNB1
	1.780.02
	1.810.02
	1.820.03
	1.790.04
	1.800.02
	1.830.02
	1.800.03
	1.800.02
	1.820.03
	1.800.04
	1.820.03
	1.810.02

	p-value 
among the 4 sets of primers
	0.3121
	0.4591
	0.1562
	0.8589
	0.0168
	0.167
	0.2718
	0.0048
	0.0051
	0.4106
	0.275
	0.0435

	Significance (<0.05)
	ns
	ns
	*
	ns
	*
	ns
	ns
	**
	**
	ns
	ns
	*

	Template
	Human cell line C1 gDNA

	Primer
pair
	tel1/tel2
	1.820.06
	1.850.04
	1.860.04
	1.860.06
	1.850.04
	1.850.03
	1.830.05
	1.830.05
	1.860.03
	1.820.04
	1.860.05
	1.860.03

	
	tel1b/tel2b
	1.830.06
	1.900.07
	1.890.05
	1.840.05
	1.870.03
	1.890.04
	1.820.05
	1.860.03
	1.930.04
	1.800.04
	1.870.01
	1.870.03

	
	telg/telc
	1.870.04
	1.850.03
	1.880.03
	1.850.05
	1.860.04
	1.890.03
	1.850.07
	1.900.04
	1.890.04
	1.860.03
	1.870.03
	1.870.03

	
	36B4
	1.910.07
	1.900.04
	1.900.04
	1.900.09
	1.910.06
	1.880.02
	1.910.03
	1.880.06
	1.910.03
	1.880.05
	1.910.04
	1.910.05

	
	IFNB1
	1.900.04
	1.870.03
	1.880.03
	1.870.06
	1.870.05
	1.870.03
	1.910.10
	1.870.03
	1.910.06
	1.910.06
	1.850.05
	1.870.03

	p-value 
among the 5 sets of primers
	0.0411
	0.1731
	0.4067
	0.4781
	0.1507
	0.0841
	0.051
	0.0675
	0.0606
	0.0042
	0.101
	0.2047

	Significance (<0.05)
	*
	ns
	ns
	ns
	ns
	ns
	ns
	ns
	ns
	**
	ns
	ns

	Template
	Human cell line C3 gDNA

	Primer
pair
	tel1/tel2
	1.830.07
	1.890.04
	1.860.06
	1.880.06
	1.820.03
	1.880.05
	1.820.05
	1.880.04
	1.890.06
	1.790.06
	1.900.05
	1.890.06

	
	tel1b/tel2b
	1.800.04
	1.840.04
	1.860.02
	1.850.06
	1.800.01
	1.890.06
	1.800.06
	1.880.06
	1.880.04
	1.770.06
	1.830.04
	1.860.05

	
	telg/telc
	1.880.04
	1.880.05
	1.890.06
	1.870.07
	1.860.01
	1.890.07
	1.900.04
	1.880.06
	1.900.06
	1.870.05
	1.880.05
	1.900.05

	
	36B4
	1.940.04
	1.900.06
	1.920.05
	1.930.09
	1.860.03
	1.890.03
	1.980.09
	1.910.05
	1.940.07
	1.870.12
	1.900.04
	1.890.04

	
	IFNB1
	1.920.08
	1.880.06
	1.910.05
	1.870.08
	1.850.02
	1.870.06
	1.890.07
	1.890.03
	1.900.07
	1.920.07
	1.890.04
	1.900.03

	p-value 
among the 5 sets of primers
	0.0033
	0.2353
	0.148
	0.5356
	0.0003
	0.976
	0.0008
	0.7992
	0.5143
	0.0305
	0.0512
	0.74

	Significance (<0.05)
	**
	ns
	ns
	ns
	**
	ns
	***
	ns
	ns
	*
	ns
	ns

	Primer concentration (nM)
	100
	500
	900
	100
	500
	900
	100
	500
	900
	100
	500
	900

	Cycling program
	#1 (60oC only)
	#2 (49oC -60oC)
	#3 (56oC -60oC)
	#4 (60oC -60oC)


ns: not significant; *: p-value <0.05; **: p-value <0.01; ***: p-value <0.001. “2 sets of primers”: 36B4 and IFNB1. “3 sets of primers”: tel1/tel2, tel1b/tel2b and telg/telc. “4 sets of primers”: tel1/tel2, tel1b/tel2b, telg/telc and 36B4 or tel1/tel2, tel1b/tel2b, telg/telc and IFNB1. “5 sets of primers”: tel1/tel2, tel1b/tel2b, telg/telc, 36B4 and IFNB1.

