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Supplementary Tables 

S1 Table: Human stool samples’ read counts (Ctrl. Non-SCD Controls, SCDM: SCD patients with 
<3 hospitalizations/year, SCDS: SCD patients with> 3 hospitalizations/year) 



S2 Table: Human saliva samples’ read counts  (Ctrl. Non-SCD Controls, SCDM: SCD patients with 
<3 hospitalizations/year, SCDS: SCD patients with> 3 hospitalizations/year) 

S3 Table: Townes mice stool samples’ read counts (AA: Non-SCD mice, SS: SCD mice)



S4 Table: Berk mice stool samples’ read counts (AA: Non-SCD mice, SS: SCD mice)
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