S1 Fig. Histograms of features, genes and their correlation. (A) Histogram of feature values.
(B) Histogram of log, transformed gene expression values log»(1+g). (C) Histogram of gene-
feature correlations (for genes with highest median tissue /og, expression over 10). (D) Histogram
of gene-feature correlations separately for non-negative features (e.g. outputs of ReLU units) and

potentially negative features.
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