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>tr|Q87NV3|Q87NV3_VIBPA Uncharacterized protein OS=Vibrio parahaemolyticus serotype O3:K6 (strain RIMD 2210633) OX=223926 GN=VP1765 PE=4 SV=1
MKALIEVLDGQVKHCPINQKFDISSTDFYIVLNHNCALELCDSKGIKQLIDPPCLVAIGA
DFKGQIAINSFVENANISGFRLAACFIEKLNQQLNFRDLCDGVFSGNVAVSFTLRPGIVD
IYSALKAMVKKGCGNRSNDELLDINSMLLYLLMHFDQSASQAETRSYSSLSSRIRALISK
DLTKPWTLKEIAKLVYMSESTVKRKLNKEGTTFTDVLQAARLDTAQKMVCNSDASVSAIA
ELCGFKHASYFGACFRKEYGVTPLAYRKQAQLRAN
>tr|Q87TC9|Q87TC9_VIBPA Type II secretion system protein L OS=Vibrio parahaemolyticus serotype O3:K6 (strain RIMD 2210633) OX=223926 GN=VP0141 PE=1 SV=1
MEGSVSEFLTVRLSSEQQSTIPWVVWSTEQQEVIASGELAGWEHLDELVSYAGQRQVIAL
LASNDVVLTQVDIPPGATRQFDSMLPYLIEDEVAQDVDSLHFTVLGKQADKAQVCAVERA
WVQTVLQRFASQGLTIKRILPDVLALPVSDDNSSAALIGEQWLIRHSETEGAVVDSAWLD
LYLSSYLQNHEGWQLDCYSSVPESTVESVWVPKPEEMTMALLAKGVASSKTNLLTGEFKP
KSSWGKYWKVWQKAAIAAGVLLVVVVAQQLLVVHKYEAQAQAYREESERIFRQVFPNKNR
IPTVSYLKHQMTDEERRLSGGSTDVAMLSWLAALPATLGQVKDLEITSFKYDGQRGEVRI
HARSSDFQPFEQARVKLAEKFNVEQGQLNRSDNVVMGSFVLKRQ
>tr|Q87K78|Q87K78_VIBPA Uncharacterized protein OS=Vibrio parahaemolyticus serotype O3:K6 (strain RIMD 2210633) OX=223926 GN=VPA0020 PE=4 SV=1
MCSAKSMVASGWQRSVIVTTLFCLFISGMTLSVWGGPYYVHVLVSFGFGYSALFFSWLID
KLFPTIPRMLEIALSLTACLLFGVINAQFWLGEYFGISGMLPVLLMGLLFSGMCYFYFHS
REKEAIAQRELESIKRENAEQERALLLSQLKQMQSQIEPHFLFNTLANISALMSQDVDKA
KQMLDQLTALLRATLKNSREEHTTVENEITLIDAYLGIQKIRLGERLSYTIEVQEGLGNT
ELPPMMLQPLVENAIIHGIEPKREGGEVQLLIKQEKQLLQIEVKDTGVGLSHVSNHSGSG
IGLSNLKQRVDALFAGKGQVSISESSEGGVSVRLSWPMISKEQ
>tr|Q87I65|Q87I65_VIBPA Putative fimbrial protein Z, transcriptional regulator (LuxR/UhpA family) OS=Vibrio parahaemolyticus serotype O3:K6 (strain RIMD 2210633) OX=223926 GN=VPA0741 PE=4 SV=1
MRFTLNNVLIIDDQPLYSEALASLVENAINTAEVIQTTDSAEVMELVRSQRIDLIILDVV
LGDRDGMRLAKNILATGYRGRLLFVSSRDYSSLSKAAYEMGANGFLNKNEARETIADAIV
SVSRGYSMFKSTHTPSSGDVTLSNREAMVFHYLAQGYSNKKISEQLSLSAKTISTYKTRI
LKKYHADSLIELLHTIPQSENIQFCR

>tr|Q87NG0|Q87NG0_VIBPA Sensor histidine kinase OS=Vibrio parahaemolyticus serotype O3:K6 (strain RIMD 2210633) OX=223926 GN=VP1908 PE=4 SV=1
MPLKAKLILLTLIPVVLVSASISWISIYQAKTLGQREVEIFHQNLIQSKEAALKDTVDVA
FDAISHIYNDSTIEERVAKARVKAILNRLTYGSDGYFFAYDKHGTNLVHPVLPELVGENL
LHLEDENGDRLIEALLYQAQSGGGFHQYLWQKPSTGDIVPKLSYAAWLDKWEWMIGTGLY
IEDVSQEVANMRAAVNKNIETTFFSVVVILVVTVAVIIVLTLAINLHEHRLADKNLKELA
HKTVMFQEDEKKHLARELHDGINQLLVSSKCHLDLMSHRLQDEKLKSHLDKSQRSLVTAI
NEVRHISHQLRPSALDDIGLEAALTTLLQDFHSHSGIDIDSHFDTQQHKLTSEVATTLYR
VAQESLNNIEKHAKAKKVTVILQKMGNMLQLLIRDDGVGFVVNQAVHRQGIGLRNMQERV
EFIGGEFELMSELGLGTEITVLLNLDELVYGQTD

>tr|Q87MI1|Q87MI1_VIBPA Putative glycine cleavage system transcriptional repressor OS=Vibrio parahaemolyticus serotype O3:K6 (strain RIMD 2210633) OX=223926 GN=VP2274 PE=4 SV=1
MKQHLVLTAVGTDRPGICNQVVKLVTQAGCNIVDSRIAIFGNEFTLIMLLTGNASHITRV
ETQLPLLGQEHDLITIMKRTSAHELLDNSYTMEVFIESEDRPGLTEKFTQFFADQQIGLD
SLSAQTISKSKLQLDADQFHIAITASVSADCNLMQLQEDFDELCKSLNVQGSLNFIKNTL
>tr|Q87HC5|Q87HC5_VIBPA Uncharacterized protein OS=Vibrio parahaemolyticus serotype O3:K6 (strain RIMD 2210633) OX=223926 GN=VPA1040 PE=4 SV=1
MVSMEQTIVKPTPGGRAAVSKAQPQRSADSTVVISKNPELVNNDSVVAYGDNPLLAEANG
LLSIIGQIRATATHSDPLFLKETLAQKLRDYENRLRQHDVDLETIDTARYCLCCSLDEAV
LNTNWGSQSFWTHDSLLSSFYASSQGGEAFFKHLDSCLAHPESHLDLLELMYVCLSLGFI
GQYRLEKNGLEAHRRLRKQVVSVLKSHGRGVQQELSNKVEQHILAGAQVSERAPLWVVCS
VTSALLVCIFMYFSYELNKASNQTFAQLVNLIQPTPAVSNPMVESKSAPIAERISMYLAT
EIGKDLVTVEALQDRVRISLKAQDLFESGSASVVAYIQPVISKVARTLEATQGKIIITGH
TDDRPIFTSKYPSNWHLSLARATSLSEQLISNSALKGRVIPEGLGDARPLVENDSEKNRA
MNRRIEIDLIVGN

>tr|Q87HC6|Q87HC6_VIBPA Uncharacterized protein OS=Vibrio parahaemolyticus serotype O3:K6 (strain RIMD 2210633) OX=223926 GN=VPA1039 PE=4 SV=1
MSIKEIGRVFTQRWFLGLVGVAACSIFIWVVGPLITVAGYEPLKSDFQRLVTILVIVFAW
ALINLTKQHKQKVREDESIQTLLEVDSQSDKEAASEIDVMRDRIEQAIKVVTKTHKGKRS
LYDLPWYVLIGPPGTGKTTVLKQSGLEFPLTESLGADSIAGVGGTRHCDWWFANKAVLID
TAGRYTTQDSQEKVDSKAWHGFLGLLKKYRTQRPINGAIVTVSLASVMSQTRTERSLHAR
SIKSRLQELKNQLGMQFPIYVLLTKMDLVAGFNEFFADLSKEEREELFGFMFPREVDDER
GVISLFNKEFHGMLERLDAHMLRILETEDDLEKRTLIFEFPKQLRVLQANLDEFLSEIFA
QNTFEEPALIRGVFLLSSVQEGIPVDRLMSESTNGLGLGRLPLATNVNSSHSYFVKNLFE
RVIFKEQLLGTVNRHYQKQSGWMRTGIYVGCVGVLVGASALWFLSYQWNSKLIVDTNSQV
NHIEAMIGAESLDFESDVISAVDTLDKIMMLPLGKNSKYGHSDAVKKFGLYQGDKVSQAA
NNAYSDALSQHFATLLSESLVSEMEANKQHREYLYETLKTYLMLFNPEKYQQEEVIAWFN
FYFERQYPGELNKELRERLLVHTKNLLENDEKGFSMDATAISAAREVLTQMSLPERAYQR
MKMQFAKSHVPSFRLTDVLGPKGLEQFERASGKPLSQGISGFYTYNGFHSIFQIQINRTV
KGLMEENWVYGDDLKAHEIDHDSAIQGVQARYYQDYVNEWKTLIEDIQLKQAPSLALATE
QSRVLSGVERPIESLLRAIQKEVGLSKVTLSENQKAATEVAGKVAKVKFSNTADKLDMYL
PEENGFNVALPGKEVESHFTEILRLSEQDFDDIQQAMVNLRSYLSDLSSSGNNQKIAYKS
ILDGTVTQDVAASFARAKDLLPKPFNQWLGELSQESVKFAESGSKDHLNQLWMTNVVRPY
QRTIAGRYPFEPNATKEVRLKDFQRFFGYGGTLDSFFQEYLEPFVDTSKSRWRLEKEIGV
RPETLAVFQRAKRIRQSFFESDNSLRVEFGMKPVYLDQHITRFVLELGDQDLVYKHGPAR
SKELRWPSGQDQTRIVFTPPESKREIAHTYEGEWGIFKLLDQSLKARPESRNDNIVMIDL
KGNKVQLELIPSSAINPFWSNEMERFRCPQTL
>tr|Q87HD9|Q87HD9_VIBPA Uncharacterized protein OS=Vibrio parahaemolyticus serotype O3:K6 (strain RIMD 2210633) OX=223926 GN=VPA1026 PE=4 SV=1
MKKASQDNNFIRISSPFGKDALILNSFEYREGISELFSLRAKAYFNDQKNELNEIVGKEV
TISVENSSRVSKSPRFFHGIVSAAKLEGQRVMNSHNGENYKNIEIIVEPKVKFAAYRNNC
KIFQKKNIKDIISEVLSEHGVAFKFELKNTYPQYSYKVQYEESDLAFVQRLLAEEGLSFC
FSHSKSSHVLDIFDDVSFYKPSPEFMVDFDTGSSESSHISAWNETQVLTTKSSQKSGFNM
LKPASQPKNVAAGDTALFTVPASEYFEYLGETESDDQYSLRNTHAIESLQQNVYLCSGEA
SCRTFSVGKCFKFKKHEDKSRVGKEYVLASVTIFASVFNQTGLGGTASQGVRVAFTCVDS
KTILRPAVTYPKPQIKGLQTAIVTGNKDGEVYVDKHGRIKVQFHWDRLGKYDVNSSCWIR
VAQSVAGNGWGAVFHPRVGQEVIVEFVNGDPDQPIVTGALYNGSQLPPYSLPEKSSQSGF
KSRSVQKGNANFNELRFEDKPGEEHIYLHAEKLFQMLVEDCVDIVVENNKVEKVTNDVTQ
DVGKNATLKVGENYTSDTGKVLSLNAGKSIEIKVGGASIQMSSSGEINIKGNKISINGSA

