S6 Fig. Chromatography Report: Retention time.
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Calibration Table

VITAMIN Bl

Calib. Data Modified

Rel. Reference Window
Abs. Reference Window
Rel. Non-ref. Window
Abs. Non-ref. Window
Uncalibrated Peaks
Partial Calibration
Correct All Ret. Times:

Curve Type
Origin
Weight

Recalibration Settings:
Average Response :
Average Retention Time:

2/23/2017 9:06:06 AM

.000 %

.000 min

.000 %

.000 min

not reported

Yes, identified peaks are recalibrated
No, only for identified peaks

o wouw

Linear
Forced
Equal

Average all calibrations
Floating Average New 75%

Calibration Report Options :
Printout of recalibrations within a sequence:
Calibration Table after Recalibration
Normal Report after Recalibration
If the sequence is done with bracketing:
Results of first cycle (ending previous bracket)

Signal 1: FLDl1 A, Ex=375, Em=435

1

3.00000e-1 119.99735
5.00000e-1 188.38474
7.00000e-1 258.35934

-50006e-3
.65414e-3
.70940e-3
.71535e-3

RetTime Lvl Amount Area Amt/Area Ref Grp Name
[min] Sig [ppm]
‘‘‘‘‘‘‘ | s [ i e | s i | i s | i | e i i i s i
5.726 1 1 1.00000e-1 10.55901 ‘9.47059e-3 TPE
2 3.00000e-1 30.42921 9.85895e-3
3 5.00000e-1 49.71875 1.00566e-2
4 7.00000e-1 67.89446 1.03101le-2
5 1.00000 97.59941 1.02460e-2
6.689 1 1 1.00000e-1 26.16751 3.82153e-3 TMP
2 3.00000e-1 84.58846 3.54658e-3
3 5.00000e-1 133.88605 3.73452e-3
4 7.00000e-1 187.15039 3.74031e-3
5 1.00000 268.09589 3.73001le-3
8.550 1 1 1.00000e-1 38.46971 2.59945e-3 THCL
2 2
3 2
4 2
5 2

1.00000 368.27603

***No Entries in table***
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