Table S2. The 88 differentially expressed genes between Lab and Field populations.

AA
Gene description length Log2FC P Value FDR
Field Upregulated
facilitated trehalose transporter Tretl-like 526 4,243 3.26E-17 1.07E-14
Unknown 104 3.379 5.03E-16 1.42E-13
Unknown 661 4.298 1.28E-13 3.01E-11
Unknown 709 3.611 3.91E-11 6.21E-09
trypsin 5G1-like 258 2.071 7.75E-11 1.12E-08
Unknown 195 7.290 1.21E-10 1.69E-08
digestive cysteine proteinase 1-like 549 2.345 3.09E-10 3.95E-08
laccase-1-like 592 3.503 4.80E-10 5.94E-08
Unknown 108 3.990 5.36E-10 6.59E-08
Unknown 337 2.056 7.46E-10 8.92E-08
Unknown 330 3.147 9.16E-10 1.06E-07
Unknown 110 2.851 8.97E-09 8.93E-07
serine protease 24 512 2.315 1.31E-08 1.27E-06
Unknown 1680 2.008 4.07E-08 3.55E-06
Insect cuticle protein 153 2.284 1.08E-07 8.80E-06
regucalcin-like 339 2.107 1.87E-07 1.48E-05
protein-L-isoaspartate(D-aspartate) O-methyltransferase 300 4,194 2.44E-07 1.86E-05
Unknown 311 2.283 4.01E-07 2.97E-05
ysozyme-like 161 4.363 1.39E-06 9.41E-05
cytochrome P450 4C1-like 507 2.593 3.35E-06 0.000204
cuticle protein 16.5, isoform B-like isoform X1 314 3.552 6.52E-06 0.000371
aldo/keto reductase 112 2.604 1.76E-05 0.000857
60S ribosomal protein L9 195 2.079 2.16E-05 0.001014
Unknown 539 2.091 2.55E-05 0.001178
Unknown 116 2.652 2.92E-05 0.001321
Unknown 126 2.346 8.56E-05 0.003283
Unknown 983 3.321 0.000106 0.003939
gamma-interferon-inducible lysosomal thiol reductase- 238 2.018 0.000165 0.005629
Unknown 164 2.002 0.000227 0.00737
PH, RCC1 and FYVE domains-containing protein 1 373 2.899 0.000282 0.008783
attacin-like 155 3.411 0.000389 0.011385
RNA-directed DNA polymerase from mobile element 497 2.109 0.000428 0.012351
Unknown 128 2.684 0.000748 0.019236
PREDICTED: venom peptide BmKAPI-like 138 2.184 0.000776 0.019773
phospholipid scramblase 1-like 222 2.381 0.000805 0.020281
gloverin-like 194 3.377 0.000972 0.023594
Unknown 775 2.173 0.00108 0.02556
Unknown 170 2.674 0.001824 0.038556
Unknown 1407 2.037 0.00211 0.043083
cytochrome P450 6B2-like 356 2.077 0.002191 0.04434
Field Downregulated

Unknown 838 -4.640  3.47E-29 2.54E-26
gag-pol polyprotein 952 -3.337  8.05E-22 3.89E-19
Unknown 978 -3.411 5.35E-18 1.87E-15
Unknown 387 -4.476  9.07E-18 3.10E-15
Unknown 187 -2.381  2.87E-13 6.40E-11
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