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P04818
Thymidylate synthase
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Q9Y3Z3
SAM domain and HD domain−containing protein 1
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P23921
Ribonucleoside−diphosphate reductase large subunit

RRM1
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P51003
Poly(A) polymerase alpha

PAPOLA
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Q75MJ1
ATP−binding cassette sub−family F member 2
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Q8NE71
ATP−binding cassette sub−family F member 1

ABCF1

●

●

●
●

●

●
●

●
●

●

●

●

● ●

●

● ● ●

●

●

● ●

●

●

●
●

●

●

●

●

● ●

●

● ● ●

●

●
●

●

0.5

1.0

1.5

2.0

10
−4

10
−3

10
−2

10
−1

10
0

10
1

 

 

E7EW20
Unconventional myosin−VI

MYO6
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P23919
Thymidylate kinase
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Q7L0Y3
Mitochondrial ribonuclease P protein 1
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P12277
Creatine kinase B−type

CKB

●
●

● ●

●
●

●
●

● ●

●

● ● ●
●

●
● ●

●

●

●
●

● ●
●

●
●

● ●
●

●
●

●

● ●
●

● ●

●

●

0.5

1.0

1.5

2.0

10
−4

10
−3

10
−2

10
−1

10
0

10
1

 

 

P49914
5−formyltetrahydrofolate cyclo−ligase
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G3V1N2
HCG1745306, isoform CRA_a

HBA2
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O14757
Serine/threonine−protein kinase Chk1

CHEK1

ITDR CETSA data plotting

Compound concentration(mM)

N
on

−
de

na
tu

re
d 

pr
ot

ei
n 

fr
ac

tio
n

● ● ● ●dT_ID_b1.1 dT_ID_b1.2 dT_ID_b2.1 dT_ID_b2.2


