
Strain Genotype Source 

YJW5 Mata/α  his3∆1/his3∆1  leu2∆0/leu2∆0  ura3∆0/ura3∆0  

MET15/met15∆0  LYS2/lys2∆0 

[1] 

YJW25 YJW5 + EST2/est2∆::HygMX4 + pGL3 This study. 

YJW26 YJW5 + EST2/est2∆::HygMX4 + pGL2 This study. 

YJW6 YJW5 + TLC1/tlc1∆::LEU2 This study. 

YGL2 YJW6 + pGL2 This study. 

YGL3 YJW6 + pGL3 This study. 

YJW170 YJW6 + pJD1 This study. 

YJW31 Mata/α  TLC1/tlc1∆::LEU2  EXO1/exo1∆::CaURA3  

his3∆1/his3∆1  leu2∆0/leu2∆0  ura3∆0/ura3∆0  

MET15/met15∆0  LYS2/lys2∆0 + pGL2 

This study. 

YJW198 Mata/α  TLC1/tlc1∆::LEU2  DOT1/dot1∆::KanMX4  

his3∆1/his3∆1  leu2∆0/leu2∆0  ura3∆0/ura3∆0  

MET15/met15∆0  LYS2/lys2∆0 + pGL2 

This study. 

   
YJW287 Mata/α  TLC1/tlc1∆::HygMX4  DOT1/dot1∆::KanMX4  

his3∆1/his3∆1  leu2∆0/leu2∆0  ura3∆0/ura3∆0  

met15∆0/met15∆0  LYS2/LYS2 

This study. 

YJW300 YJW287 + pFvL901 + pGL2 This study. 

YJW301 YJW287 + pFvL905 + pGL2 This study. 

YJW303 YJW287 + pFvL914 + pGL2 This study. 



YJW291 Mata/α  RAD9/rad9∆::KanMX4 TLC1/tlc1∆::LEU2  

his3∆1/his3∆1  leu2∆0/leu2∆0  ura3∆0/ura3∆0  

met15∆0/met15∆0  LYS2/LYS2 + pGL2 

This study. 

YJW292 Mata/α  TLC1/tlc1∆::LEU2  Rad52/rad52∆::HygMX4  

RNH1/rnh1∆::KanMX4 RNH201/rnh201∆::KanMX4  

his3∆1/his3∆1  leu2∆0/leu2∆0  ura3∆0/ura3∆0  

MET15/met15∆0  LYS2/lys2∆0 + pGL2 

This study. 

YJW417 Mata/α  RAD52/rad52::HygMX4  TLC1/tlc1∆::HygMX4  

DOT1/dot1∆::KanMX4  his3∆1/his3∆1  leu2∆0/leu2∆0  

ura3∆0/ura3∆0  MET15/met15∆0  lys2∆0/lys2∆0 + pGL2 

This study. 

YMK324 Mata/α  TLC1/tlc1∆::LEU2  TEL1/tel1∆::KanMX4  

SAS2/sas2∆::HygMX4  his3∆1/his3∆1  leu2∆0/leu2∆0  

ura3∆0/ura3∆0  MET15/met15∆0  LYS2/lys2∆0 

[2] 

YGL17 YMK324 + pGL2 This study. 

YGL18 YMK324 + pGL3 This study. 

YJW40 Mata  his3∆1  leu2∆0  met15∆0  ura3∆0 + pGL2 This study. 

YJW41 Biological replicate of YJW40. This study. 

YJW48 Mata  yKu70∆::KanMX4  his3∆1  leu2∆0  met15∆0  ura3∆0 

+ pGL2 

This study. 

YJW49 Biological replicate of YJW48. This study. 

YJW50 Mata  yKu80∆::KanMX4  his3∆1  leu2∆0  met15∆0  ura3∆0 

+ pGL2 

This study. 



YJW51 Biological replicate of YJW50. This study. 

YJW66 Mata  yKu70∆::KanMX4  his3∆1  leu2∆0  met15∆0  ura3∆0 

+ pGL3 

This study. 

YJW67 Biological replicate of YJW66. This study. 

YJW68 Mata  yKu80∆::KanMX4  his3∆1  leu2∆0  met15∆0  ura3∆0 

+ pGL3 

This study. 

YJW69 Biological replicate of YJW68. This study. 

YJW78 Mata  his3∆1  leu2∆0  met15∆0  ura3∆0 + pGL3 This study. 

YJW79 Biological replicate of YJW78. This study. 
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