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Figure S5
Coancestry matrices for the case where all chromosomes data are combined (a) and for the cases where
individual chromosome data are analyzed separately for chromosomes 1 to 6 (b); the names of 9 clusters are
depicted to the left of matrix (a), and the numbers of SNPs used for analysis are shown in parentheses at the
top of each matrix (b). The former matrix is the sum of the matrices for all autosomes. The values for
individuals in the same genetic cluster are averaged. The patterns of the matrices are almost consistent
across the chromosomes demonstrated in the figure.

a

b Chr.1 (8816 SNPs) Chr.2 (8923 SNPs)

Chr.3 (7369 SNPs) Chr.4 (6417 SNPs)

Chr.5 (7058 SNPs) Chr.6 (7905 SNPs)




