
Supplementary table 3: Statistical analysis (means ± SD) of the cell cycle phases for untreated and 

treated cells   

 

Cell lines Cell 

cycle 

phases 

% of cells at cell cycle phase  

UN 4 IR 24 

IR 

48 

IR 

4 

MP 

24 

MP 

48 

MP 

 4 

COT 

24 

COT 

48 

COT 

 

 

RMG1 

Sub 

G0/G1 

3.3 ± 

0.2  

12.2 

± 0.2 

13.2 

± 0.2 

26.0 

± 0.1 

1.3 ± 

0.1 

6.5 ± 

0.1 

19.3 

± 0.2 

5.1 ± 

0.1 

5.2 ± 

0.1 

51.2 

± 0.2 

G0/G1 83.4 

± 0.2  

71.0 

± 0.1 

79.8 

± 0.1 

33.3 

± 0.3 

2.3 ± 

0.2  

88.3 

± 0.1 

77.5 

± 0.1 

75.2 

± 0.2 

9.1 ± 

0.2 

46.8 

± 0.1  

S 12.5 

± 0.1 

12.0 

± 0.1 

 6.1 

± 0.2  

38.0 

± 0.2 

88.2 

± 0.2 

4.3 ± 

0.1 

4.3 ± 

0.1 

17.3 

± 0.2 

40.0 

± 0.1 

2.1 ± 

0.2 

G2/M  0.8 ± 

0.1 

8.8 ± 

0.3 

1.0 ± 

0.3 

0.3 ± 

0.1 

4.8 ± 

0.2  

1.0 ± 

0.2 

2.4 ± 

0.1 

2.3 ± 

0.2 

46.0 

± 0.2 

0.2 ± 

0.1 

 

 

A549 

Sub 

G0/G1 

0.5 ± 

0.1 

12.5 

± 1.0 

69.2 

± 0.5  

37.3 

± 1.0  

13.5 

± 2.0 

70.2 

± 1.5 

36.5 

± 0.3 

24.1 

± 0.1 

52.7 

± 0.3 

90.1 

± 0.1 

G0/G1 90.7 

± 0.1 

79.1 

± 1.0 

29.1 

± 1.0 

56.4 

± 1.0 

77.1 

± 3.0 

28.6 

± 1.5 

57.1 

± 0.3 

69.5 

± 0.1 

44.4 

± 0.3 

9.2 ± 

0.2 

S 5.2 ± 

0.2 

6.9 ± 

0.2  

1.9 ± 

0.2  

4.0 ± 

0.1 

7.0 ± 

0.5 

1.9 ± 

0.2 

4.0 ± 

0.1 

5.5 ± 

0.2  

2.7 ± 

0.2 

1.0 ± 

0.1 

G2/M 3.7 ± 

0.2 

2.5 ± 

0.2 

0.3 ± 

0.2  

2.8 ± 

0.1 

2.2 ± 

0.5 

0.3 ± 

0.2 

2.9 ± 

0.1 

1.2 ± 

0.2 

0.3 ± 

0.2 

0.1 ± 

0.1 

 

 

MDA-MB 

231 

Sub 

G0/G1 

3.6 ± 

0.1 

17.1 

± 1.0 

41.5 

± 0.1  

36.9 

± 0.1  

16.3 

± 0.2 

41.6 

± 0.2 

36.9 

± 0.1 

4.4 ± 

0.2 

7.1 ± 

0.1 

35.7 

± 0.1 

G0/G1 70.3 

± 0.1 

44.9 

± 1.0   

54.8 

± 0.2  

51.9 

± 0.1 

45.9 

± 0.1 

54.3 

± 0.3  

51.9 

± 0.1 

51.1 

± 0.2 

79.7 

± 0.1 

34.8 

±0.1 

S 16.2 

± 0.2 

29.7 

± 0.1 

2.8 ± 

1.0 

7.5 ± 

0.1 

30.1 

± 1.0  

2.4 ± 

0.1 

7.5 ± 

0.1 

34.1 

± 0.1 

10.7 

± 0.1 

20.1 

± 0.1 

G2/M 9.9 ± 

0.2 

15.3 

± 0.1 

1.0 ± 

1.0  

3.9 ± 

0.1 

14.9 

± 1.0 

1.4 ± 

0.1  

3.9 ± 

0.1 

10.5 

± 0.1 

2.6 ± 

0.2 

19.4 

± 0.1 

 

 

MRC-5 

Sub 

G0/G1 

1.2 ± 

0.2 

6.6 ± 

0.3 

3.9 ± 

0.3  

6.5 ± 

0.3  

6.6 ± 

0.3  

3.7 ± 

0.1  

6.3 ± 

0.1 

4.2 

±0. 2 

4.2 ± 

0.2 

6.2 ± 

0.2 

G0/G1 91.6 

± 2.0 

80.1 

± 0.1  

80.1 

± 0.3  

74.9 

± 0.3 

82.7 

± 2.5 

80.3 

± 0.1  

75.1 

± 0.1 

82.5 

± 0.2 

82.5 

± 0.2 

88.1 

± 0.3 

S 8.6 ± 

0.1 

9.9 ± 

0.1  

13.4 

± 0.2 

11.2 

± 0.1 

10.0 

± 0.3 

13.3 

± 0.2  

11.5 

± 0.4 

12.5 

± 0.2 

11.5 

± 1.5 

5.5 ± 

0.2 

G2/M 0.4 ± 

0.1 

0.7 ± 

0.2  

2.8 ± 

0.2 

2.6 ± 

0.1  

0.6 ± 

0.3 

2.8 ± 

0.2  

2.2 ± 

0.4  

0.7 ± 

0.2 

0.5 ± 

0.2 

 0.4 ± 

0.2 

 

MRC-5 

(Recovery) 

Sub 

G0/G1 

1.1 ± 

0.1 

5.5 ± 

0.3  

6.1 ± 

0.1 

5.9 ± 

0.3  

5.3 ± 

0.1  

6.3 ± 

0.3  

5.9 ± 

0.2 

1.1 ± 

0.1 

9.3 ± 

0.2 

1.3 ± 

0.1 

G0/G1 94.1 

± 0.1 

85.0 

± 0.3 

76.6 

± 0.2 

65.0 

± 0.3 

85.1 

± 0.1  

76.1 

± 0.3  

65.0 

± 0.2 

84.3 

± 0.1 

80.9 

± 0.2 

56.4 

± 0.1 

S 4.3 ± 

0.1 

9.0 ± 

0.3 

15.7 

± 0.3 

26.0 

± 0.2 

8.9 ± 

0.2  

15.7 

± 0.3 

26.0 

± 0.2 

13.9 

± 0.1 

9.2 ± 

0.2 

30.6 

± 0.3 

G2/M 0.6 ± 

0.1  

0.6 ± 

0.3 

1.7 ± 

1.5 

3.3 ± 

0.2 

0.7 ± 

0.2 

3.0 ± 

0.3  

3.2 ± 

0.2 

0.7 ± 

0.1 

0.7 ± 

0.2 

11.7 

± 0.3 

 

UN – Untreated IR – Irinotecan  MP – Methyl pyruvate COT – Cotreatment  


