
S1 Figure 

-15 

-10 

-5 

0 

5 

10 

-15 -10 -5 0 5 10 
1.01907 * t[1] 

1.
39

11
2 

* t
o[

1]
 

-15 

-10 

-5 

0 

5 

10 

-15 -10 -5 0 5 10 
t[1] 

1.
09

70
7 

* t
o[

1]
 

A: B: 

ThreoA 

Val 

aKIC Cys 

CysTh 

ßOHBut 
C12:0 

C14:0 
C16:0 

C18:0 

C18:1 C18:2 

C20:0 
C20:4 

C22:6 
Glycerol 

Chol 

Ser 
Gly Thr 

Asp 
Glu 

Lys 

Trp3 

Trp2 
Gln3 

Gln3_2 His 

Asn 

Orn3 

Orn4 
Creat 

2ABA 

Succ 
GlycA Fum 

Aden 

PP 
Tau 

Gly3P Cit 

BenzA 

ßAla 

Eryt 

Mann 

Ura 

2OHGlut 

-1 

-0,8 

-0,6 

-0,4 

-0,2 

0 

0,2 

0,4 

0,6 

0,8 

-1 -0,8 -0,6 -0,4 -0,2 0 0,2 0,4 0,6 0,8 

Sham pre vs post.p(corr)[1] 

Pro 
Urea 

Gluc 
OHPro 

Leu 

Pglu 

Minos 
Toco ArgNH3 

UricA 

aOHBut Mal 

IsoCit Ala2 
Ile 

Phe 

Tyr 

RY
G

B
 p

re
 v

s 
po

st
.p

(c
or

r)
[1

] 

C: 
(+/+) 

(-/+) (-/-) 

(+/-) 

(0/-) 

(0/+) 

(-/0) 

(+/0) 

(0/0) 

Pre        Post Pre        Post 

Alterations in fasted metabolite levels after RYGB- and sham-surgery. A: Classification of pre- 
and postoperative samples from the RYGB-operated pigs based on the metabolite profiles reveals 
that RYGB induces systematic alterations in the metabolite profiles. In this model the large number 
of measured variables (metabolites) have been reduced to a smaller number of independent 
variables. Each point in the plot represents a sample and the position of the point is determined by 
the magnitude of two of these variables. B: Classification of pair-fed sham-pigs as in panel A. C: 
Combination of the loadings derived from the two OPLS-DA models, scaled as correlations, in a 
SUS-plot reveals unique and shared alterations elicited by RYGB- and sham-surgery. Boarders for 
significant regulations have been derived from the corresponding loadings with jack-knifed 
confidence intervals. Unique, shared, inverse and insignificant regions are indicated as: (RYGB/
Sham); +, up-regulated; -, down-regulated; 0, insignificant.  


