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Alterations in fasted metabolite levels after RYGB- and sham-surgery. A: Classification of pre-
and postoperative samples from the RYGB-operated pigs based on the metabolite profiles reveals
that RYGB induces systematic alterations in the metabolite profiles. In this model the large number
of measured variables (metabolites) have been reduced to a smaller number of independent
variables. Each point in the plot represents a sample and the position of the point is determined by
the magnitude of two of these variables. B: Classification of pair-fed sham-pigs as in panel A. C:
Combination of the loadings derived from the two OPLS-DA models, scaled as correlations, in a
SUS-plot reveals unique and shared alterations elicited by RYGB- and sham-surgery. Boarders for
significant regulations have been derived from the corresponding loadings with jack-knifed
confidence intervals. Unique, shared, inverse and insignificant regions are indicated as: (RYGB/

Sham); +, up-regulated; -, down-regulated; 0, insignificant.



