
Table 1: Base pairs (bp) in the target region, in exons in the target region and
number of genes covered by 454, Ion Torrent and Illumina.

Sequencer Target region (total) Target region (exon) Genes
454 40,629 bp 24,931 bp 20
Ion Torrent 47,588 bp 25,536 bp 20
Illumina 108,329 bp 71,803 bp 54
Overlap 28,775 bp 22,062 bp 19
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