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[image: Figure S1] Figure S1A. Fluorescence Cytometry (FC) analyses. A) Analyses of the cell cycles before and after serum deprivation for HDF (left) and MDA (right) cells. B) KI-67 expression as a function of the different stage of the cell cycle.
 



[image: Figure S2]
Figure S2B. MKI67 gene and splice variants. Organisation of exons and introns in MKI67 gene (top), and the splice variant that leads to the formation of the two isoforms (bottom). The difference between the two isoforms is the presence (or not) of the exon 7.





[image: Figure S2]
Figure S3C. Sec61 co-localisation analyses. Confocal analyses of the distribution of Ki-67 and Sec61 in HDF and MDA-MB-231 cells, growth in complete or serum deprived medium.


[image: Figure S3]
Figure S4D. D. Ki-67 co-localising with lysosomes. Confocal co-localisation analyses to explore the possible lysosomial and autophagosomal degradation of Ki-67. 


[image: Figure S4]
Figure S5E. Ki-67 and the Golgi. Confocal co-localisation analyses of interaction between Ki-67 and the Golgi complex, the proteasome system, and the nucleus





[image: Figure S5]
Figure S6F. Confocal analyses showing the co-localisation between BiP and KI-67. Here we show all the different channels split each other from figure 6 in the main article for a better visualisation.






[image: Figure S6]
Figure S7G. Confocal analyses showing the co-localisation between COPII and KI-67. Here we show all the different channels split each other from figure 6 in the main article for a better visualisation.









[image: Figure S7]
[bookmark: _GoBack]Figure S8H. Confocal analyses showing the co-localisation between the Golgi apparatus and KI-67. Here we show all the different channels split each other from figure 6 in the main article for a better visualisation.
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