S2 Table

	Study
	Type
	Genotyping success rate

	Williams et al. 2003
	Species identification
	95%

	Blejwas et al. 2006
	Individual identification
	58%

	Saito et al. 2008
	Individual identification
	30%

	Nichols et al. 2012
	Species identification
	12.5 - 100%

	Mumma et al. 2014
	Species Identification
	46 - 86%

	Nichols et al. 2015
	Species identification
	54%

	Nichols et al. 2015b
	Species identification
	31%

	Harms et al. 2015
	Individual identification
	< 50 to >83%
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