[bookmark: _GoBack]S1 Table. Pairwise contemporary migration rates between population based on Bayesian estimates using individual multilocus genotypes.  Significant migration rates are highlighted in bold.
	From 
	EKO
	MBO
	BEK
	MAB
	TIKO
	AKN
	SADI
	BERI
	RSVM
	KRIBI
	CAMPO

	EKO
	0.677
	0.006
	0.232
	0.004
	0.056
	0.005
	0.004
	0.004
	0.004
	0.004
	0.004

	MBO
	0.001
	0.671
	0.233
	0.002
	0.052
	0.004
	0.005
	0.002
	0.022
	0.004
	0.004

	BEK
	0.005
	0.001
	0.966
	0.001
	0.008
	0.006
	0.003
	0.001
	0.004
	0.002
	0.001

	MAB
	0.004
	0.004
	0.055
	0.683
	0.021
	0.011
	0.008
	0.004
	0.198
	0.008
	0.005

	TIKO
	0.001
	0.001
	0.002
	0.001
	0.989
	0.001
	0.001
	0.001
	0.003
	0.001
	0.001

	AKN
	0.001
	0.001
	0.003
	0.001
	0.024
	0.679
	0.001
	0.004
	0.281
	0.002
	0.002

	SADI
	0.002
	0.001
	0.003
	0.001
	0.005
	0.009
	0.675
	0.001
	0.301
	0.002
	0.002

	BERI
	0.001
	0.001
	0.005
	0.001
	0.012
	0.003
	0.003
	0.677
	0.290
	0.002
	0.006

	RSVM
	0.001
	0.000
	0.001
	0.000
	0.001
	0.001
	0.001
	0.001
	0.995
	0.001
	0.001

	KRIBI
	0.001
	0.001
	0.001
	0.001
	0.001
	0.001
	0.001
	0.001
	0.001
	0.989
	0.002

	CAMPO
	0.001
	0.001
	0.001
	0.001
	0.001
	0.002
	0.001
	0.001
	0.003
	0.002
	0.987



