S4 Table. Alignment of experimentally confirmed and putative sigl promoters from different Bacillales species, including the

experimentally confirmed sigl-dependent promoters of the B. subtilis bcrC and mreBH genes.

Species

Promoter sequences (5'—3')

B. subtilis sigl*”

B. subtilis berC®
B. subtilis mreBH"
B. licheniformis ATCC 14580°

B. thuringiensis sv. Israelensis ATCC

35646"

Bacillus sp. NRRL B-14911°
Bacillus tequilensis

Bacillus sp TH008

Bacillus vallismortis

Bacillus sonorensis

Geobacillus thermoglucosidasus
Bacillus sp NSP91

Bacillus mojavensis

Bacillus stratophericus LAMA 587
Bacillus xiamenensis

Salinibacillus aidingensis MSP4
Bacillus amyloliquefaciens FZB42
Bacillus pumilus ATCC 7061
Bacillus mycoides Rock1-4

Bacillus pseudomycoides DSM 12442
Bacillus weihenstephanensis KBAB4
Bacillus cereus ATCC 10987
Bacillus anthracis strain Ames
Bacillus thuringiensis subsp. konkukian
Bacillus sp. SG-1

aaACCCCCttAAttctttagaaaggcaCGAAatcaT
atcCCCCCagAAaccgcgattcctcttCGAAttctce
acACCCCCaaAAatcgcagtatttctgaGAAacttT
2aACCCCCttAAtcgtcaaacagatcaCGAAtLtgtT
tgACCCCCatAAaactatgtattcctcCGAAtatgT

ccACCCCCaaAAgctcctectttccgggCGAAgCtLT
2aACCCCCttAAttctttagaaagacaCGAAatcaT
aaACCCCCctAAtcctcaaagatatatCGAAttgaT
aaACCCCCttAAttctctagaaaggcaCGAAatcaT
aaACCCCCctAAtcaacaagtaaataaCGAAttgaT
tgACCaaCaaAAatccgctatgatgtaCGAAtgata
aaACCCCCttAAtcgtcaaagaaacaaCGAAtLtgtT
aaACCCCCaaAAttctctttaagggcaCGAAatccT
atACCCCCttAtttctttgcttttaaaCGAAacgtT
atACCCCCttAtttctttgcttttaaaCGAAacgtT
aaACCCCCaaAAttctctttaaaggcaCGAAatccT
aaACCCCCttAAttctgcatgggggcaCGAAatcaT
atACCCCCttAtttctttgcatttagaCGAAacacT
LgACCCCCatAAaatttttatttccttCGAAtatgT
LgACCCCCatAAaatttttatttcctcCGAAtatgT
LgACCCCCatAAaattatttgttccttCGAAtataT
tgACCCCCatAAaacgatgtattcctcCGAAtataT
cgACCCCCatAAaactttgtattcctcCGAAtatgT
tgACCCCCatAAaactttgtattcctcCGAAtatgT
gtACCCCCacAAgctattggaagttctCGtAacttT



Bacillus coahuilensis m4-4 ttACCCCCtaAAactaattttatcatcCGtAtgtta

Geobacillus kaustophilus HTA426 aatCCCCtttgAacgacggtcatatttgGAttgcga
Geobacillus stearothermophilus NUB3621  taACCaCCagAtttccgttaagatgtaCGAAtgata
Consensus ACCCCC--AA 15 (N) CGAA----T

The most conserved bases are shown in bold capital fonts. Underlined are the -35 and -10 promoter elements proposed by Tseng and
Shaw [34].
& Promoter sequence confirmed experimentally by Asai and co-workers [17].

® Promoter sequence confirmed experimentally by Tseng and Shaw [34].



