
 
GO:0033273~RESPONSE 

TO VITAMIN 

 
GO:0033189~RESPONSE 

TO VITAMIN A 
 

GO:0031667~RESPONSE 
TO NUTRIENT 

LEVELS 

 
GO:0042594~RESPONSE 

TO STARVATION 
 

GO:0032526~RESPONSE 
TO RETINOIC ACID 

 
GO:0007584~RESPONSE 

TO NUTRIENT 

 
GO:0031669~CELLULAR 

RESPONSE TO 
NUTRIENT LEVELS 

GO:0001570~VASC 
ULOGENESIS 

 
GO:0001944~VASCULATURE 

DEVELOPMENT 

 
GO:0048514~BLOOD 

VESSEL 
MORPHOGENESIS 

 
GO:0010574~VASCULAR 

ENDOTHELIAL 
GROWTH FACTOR 

PRODUCTION 

 
GO:0001568~BLOOD 

VESSEL 
DEVELOPMENT 

GO:0001525~ANGI 
OGENESIS 

GO:0045765~ANGI 
OGENESIS 

GO:0030155~CELL 
ADHESION 

 
GO:0050727~INFLAMMATORY 

RESPONSE 
 

GO:0010810~CELL-SUBSTRATE 
ADHESION 

 
GO:0045667~OSTEOBLAST 

DIFFERENTIATION  
GO:0048145~FIBROBLAST 

PROLIFERATION 

GO:0045785~CELL 
ADHESION 

 
GO:0001952~CELL-MATRIX 

ADHESION 

 
GO:0032101~RESPONSE 

TO EXTERNAL 
STIMULUS 

GO:0040012~LOCO 
MOTION 

GO:0050795~BEHA 
VIOR 

 
GO:0042060~WOUND 

HEALING 
GO:0030278~OSSI 

FICATION 

GO:0051270~CELL 
MOTION 

GO:0050920~CHEM 
OTAXIS 

GO:0030334~CELL 
MIGRATION 

 
GO:0009611~RESPONSE 

TO WOUNDING 

 
GO:0048660~SMOOTH 

MUSCLE CELL 
PROLIFERATION 

 
GO:0001936~ENDOTHELIAL 

CELL 
PROLIFERATION 

 
GO:0007389~PATTERN 

SPECIFICATION 
PROCESS 

 
GO:0016202~STRIATED 

MUSCLE TISSUE 
DEVELOPMENT 

 
GO:0051147~MUSCLE 

CELL 
DIFFERENTIATION 

 
GO:0048634~MUSCLE 

DEVELOPMENT 

GO:0042127~CELL 
PROLIFERATION 

 
GO:0050678~EPITHELIAL 

CELL 
PROLIFERATION 

 
GO:0010464~MESENCHYMAL 

CELL 
PROLIFERATION 

 
GO:0017015~TRANSFORMING 

GROWTH FACTOR 
BETA RECEPTOR 

SIGNALING 
PATHWAY 

 
GO:0030879~MAMMARY 

GLAND 
DEVELOPMENT 

 
GO:0009792~EMBRYONIC 

DEVELOPMENT 
ENDING IN BIRTH OR 

EGG HATCHING 

GO:0045444~FAT 
CELL 

DIFFERENTIATION 

 
GO:0003007~HEART 
MORPHOGENESIS 

 
GO:0060537~MUSCLE 

TISSUE 
DEVELOPMENT 

 
GO:0001707~MESODERM 

FORMATION 
 

GO:0007498~MESODERM 
DEVELOPMENT 

 
GO:0048732~GLAND 

DEVELOPMENT 

 
GO:0001704~FORMATION 

OF PRIMARY GERM 
LAYER 

GO:0060173~LIMB 
DEVELOPMENT 

 
GO:0048568~EMBRYONIC 

ORGAN 
DEVELOPMENT 

 
GO:0035113~EMBRYONIC 

APPENDAGE 
MORPHOGENESIS 

 
GO:0048736~APPENDAGE 

DEVELOPMENT 

 
GO:0001655~UROGENITAL 

SYSTEM 
DEVELOPMENT 

 
GO:0001657~URETERIC 

BUD DEVELOPMENT 
GO:0035108~LIMB 
MORPHOGENESIS 

 
GO:0035107~APPENDAGE 

MORPHOGENESIS 

 
GO:0030323~RESPIRATORY 

TUBE DEVELOPMENT  
GO:0060541~RESPIRATORY 

SYSTEM 
DEVELOPMENT 

 
GO:0001822~KIDNEY 

DEVELOPMENT 

GO:0035239~TUBE 
MORPHOGENESIS 

GO:0030324~LUNG 
DEVELOPMENT 

 
GO:0043009~CHORDATE 

EMBRYONIC 
DEVELOPMENT 

 
GO:0001656~METANEPHROS 

DEVELOPMENT 

 
GO:0001763~MORPHOGENESIS 

OF A BRANCHING 
STRUCTURE 

 
GO:0060429~EPITHELIUM 

DEVELOPMENT 

GO:0040007~GROW 
TH 

 
GO:0001501~SKELETAL 

SYSTEM 
DEVELOPMENT 

 
GO:0048729~TISSUE 
MORPHOGENESIS 

 
GO:0002009~MORPHOGENESIS 

OF AN EPITHELIUM 

GO:0007369~GAST 
RULATION 

 
GO:0051216~CARTILAGE 

DEVELOPMENT 

 
GO:0021915~NEURAL 
TUBE DEVELOPMENT 

 
GO:0048589~DEVELOPMENTAL 

GROWTH 

 
GO:0014706~STRIATED 

MUSCLE TISSUE 
DEVELOPMENT 

 
GO:0048332~MESODERM 

MORPHOGENESIS 

 
GO:0030326~EMBRYONIC 

LIMB 
MORPHOGENESIS 

 
GO:0007507~HEART 

DEVELOPMENT 

 
GO:0048598~EMBRYONIC 

MORPHOGENESIS 

 
GO:0035051~CARDIAC 

CELL 
DIFFERENTIATION 

 
GO:0060562~EPITHELIAL 

TUBE 
MORPHOGENESIS 

GO:0035295~TUBE 
DEVELOPMENT 

 
GO:0009952~ANTERIOR/POSTERIOR 

PATTERN 
FORMATION 

 
GO:0007051~SPINDLE 

ORGANIZATION 

GO:0051325~INTE 
RPHASE 

 
GO:0010498~PROTEASOMAL 

PROTEIN 
CATABOLIC 
PROCESS 

 
GO:0031396~PROTEIN 

UBIQUITINATION 

 
GO:0044265~CELLULAR 

MACROMOLECULE 
CATABOLIC 
PROCESS 

GO:0000075~CELL 
CYCLE CHECKPOINT 

 
GO:0043161~PROTEASOMAL 

UBIQUITIN-DEPENDENT 
PROTEIN 

CATABOLIC 
PROCESS 

 
GO:0031023~MICROTUBULE 

ORGANIZING 
CENTER 

ORGANIZATION 

 
GO:0031145~ANAPHASE-PROMOTING 

COMPLEX-DEPENDENT 
PROTEASOMAL 

UBIQUITIN-DEPENDENT 
PROTEIN 

CATABOLIC 
PROCESS 

 
GO:0051340~LIGASE 

ACTIVITY 

 
GO:0051297~CENTROSOME 

ORGANIZATION 

GO:0007050~CELL 
CYCLE ARREST 

 
GO:0051640~ORGANELLE 

LOCALIZATION 

GO:0007049~CELL 
CYCLE 

 
GO:0000070~MITOTIC 
SISTER CHROMATID 

SEGREGATION 

 
GO:0000819~SISTER 

CHROMATID 
SEGREGATION 

 
GO:0007059~CHROMOSOME 

SEGREGATION 

 
GO:0050000~CHROMOSOME 

LOCALIZATION 

 
GO:0051303~ESTABLISHMENT 

OF CHROMOSOME 
LOCALIZATION 

GO:0051318~G1 
PHASE 

 
GO:0000226~MICROTUBULE 

CYTOSKELETON 
ORGANIZATION 

 
GO:0007017~MICROTUBULE-BASED 

PROCESS 

GO:0007067~MITO 
SIS 

 
GO:0000280~NUCLEAR 

DIVISION 

GO:0001558~CELL 
GROWTH 

GO:0051301~CELL 
DIVISION 

GO:0030307~CELL 
GROWTH 

 
GO:0032535~CELLULAR 

COMPONENT SIZE 

 
GO:0048285~ORGANELLE 

FISSION 

 
GO:0051298~CENTROSOME 

DUPLICATION 

GO:0000087~M 
PHASE OF MITOTIC 

CELL CYCLE 

GO:0022403~CELL 
CYCLE PHASE 

 
GO:0051321~MEIOTIC 

CELL CYCLE 

 
GO:0007099~CENTRIOLE 

REPLICATION 

 
GO:0007098~CENTROSOME 

CYCLE 

GO:0000279~M 
PHASE 

GO:0008361~CELL 
SIZE 

 
GO:0009057~MACROMOLECULE 

CATABOLIC 
PROCESS 

 
GO:0030705~CYTOSKELETON-DEPENDENT 

INTRACELLULAR 
TRANSPORT 

 
GO:0007018~MICROTUBULE-BASED 

MOVEMENT 

 
GO:0046620~ORGAN 

GROWTH GO:0040008~GROW 
TH 

 
GO:0051090~TRANSCRIPTION 

FACTOR ACTIVITY 

"GO:0000375~RNA 
SPLICING, VIA 

TRANSESTERIFICATION 
REACTIONS" 

 
GO:0032583~GENE-SPECIFIC 

TRANSCRIPTION 

GO:0045449~TRAN 
SCRIPTION 

 
"GO:0000398~NUCLEAR 

MRNA SPLICING, 
VIA SPLICEOSOME" 

GO:0043487~RNA 
STABILITY 

 
GO:0010551~SPECIFIC 

TRANSCRIPTION 
FROM RNA 

POLYMERASE II 
PROMOTER 

GO:0045165~CELL 
FATE COMMITMENT 

 
GO:0051236~ESTABLISHMENT 

OF RNA 
LOCALIZATION 

 
GO:0051168~NUCLEAR 

EXPORT 

GO:0006405~RNA 
EXPORT FROM 

NUCLEUS 

"GO:0000377~RNA 
SPLICING, VIA 

TRANSESTERIFICATION 
REACTIONS WITH 

BULGED ADENOSINE 
AS NUCLEOPHILE" 

 
GO:0050657~NUCLEIC 

ACID TRANSPORT 

 
GO:0006357~TRANSCRIPTION 

FROM RNA 
POLYMERASE II 

PROMOTER 

GO:0051028~MRNA 
TRANSPORT 

GO:0050658~RNA 
TRANSPORT 

 
"GO:0015931~NUCLEOBASE, 

NUCLEOSIDE, 
NUCLEOTIDE AND 

NUCLEIC ACID 
TRANSPORT" 

GO:0048255~MRNA 
STABILIZATION 

GO:0006403~RNA 
LOCALIZATION 

GO:0006396~RNA 
PROCESSING 

GO:0016071~MRNA 
METABOLIC 
PROCESS 

 
GO:0032956~ACTIN 

CYTOSKELETON 
ORGANIZATION 

 
GO:0051492~STRESS 
FIBER FORMATION  

GO:0034976~RESPONSE 
TO ENDOPLASMIC 

RETICULUM STRESS 

 
GO:0009628~RESPONSE 

TO ABIOTIC 
STIMULUS 

 
GO:0010212~RESPONSE 

TO IONIZING 
RADIATION 

 
GO:0044087~CELLULAR 

COMPONENT 
BIOGENESIS 

 
GO:0009314~RESPONSE 

TO RADIATION 
 

GO:0006984~ER-NUCLEAR 
SIGNALING 
PATHWAY 

GO:0006281~DNA 
REPAIR 

 
GO:0043254~PROTEIN 
COMPLEX ASSEMBLY 

GO:0006310~DNA 
RECOMBINATION 

 
GO:0032970~ACTIN 
FILAMENT-BASED 

PROCESS 

 
GO:0006974~RESPONSE 

TO DNA DAMAGE 
STIMULUS 

 
GO:0032231~ACTIN 
FILAMENT BUNDLE 

FORMATION 

 
GO:0009411~RESPONSE 

TO UV 

 
GO:0006302~DOUBLE-STRAND 

BREAK REPAIR 

 
GO:0006298~MISMATCH 

REPAIR 

 
GO:0006303~DOUBLE-STRAND 

BREAK REPAIR VIA 
NONHOMOLOGOUS 

END JOINING 

 
GO:0009416~RESPONSE 

TO LIGHT STIMULUS 

 
GO:0000726~NON-RECOMBINATIONAL 

REPAIR 

GO:0000077~DNA 
DAMAGE 

CHECKPOINT 

 
GO:0032200~TELOMERE 

ORGANIZATION 

GO:0031570~DNA 
INTEGRITY 

CHECKPOINT 

 
GO:0000723~TELOMERE 

MAINTENANCE 

 
GO:0033554~CELLULAR 

RESPONSE TO 
STRESS 

GO:0000018~DNA 
RECOMBINATION 

GO:0006275~DNA 
REPLICATION 

GO:0051052~DNA 
METABOLIC 
PROCESS 

GO:0006308~DNA 
CATABOLIC 
PROCESS 

 
GO:0033043~ORGANELLE 

ORGANIZATION 

 
GO:0033044~CHROMOSOME 

ORGANIZATION 

 
GO:0031056~HISTONE 

MODIFICATION 

GO:0006260~DNA 
REPLICATION 

GO:0006304~DNA 
MODIFICATION 

GO:0006259~DNA 
METABOLIC 
PROCESS 

 
GO:0030029~ACTIN 
FILAMENT-BASED 

PROCESS 

"GO:0042770~DNA 
DAMAGE RESPONSE, 

SIGNAL 
TRANSDUCTION" 

 
GO:0030036~ACTIN 

CYTOSKELETON 
ORGANIZATION 

 
GO:0007010~CYTOSKELETON 

ORGANIZATION 

 
GO:0006289~NUCLEOTIDE-EXCISION 

REPAIR 

 
GO:0031966~MITOCHONDRIAL 

MEMBRANE 

 
GO:0005759~MITOCHONDRIAL 

MATRIX 

GO:0005739~MITO 
CHONDRION 

 
GO:0031980~MITOCHONDRIAL 

LUMEN  
GO:0005743~MITOCHONDRIAL 

INNER MEMBRANE 

 
GO:0042645~MITOCHONDRIAL 

NUCLEOID 

 
GO:0044429~MITOCHONDRIAL 

PART 

 
GO:0007005~MITOCHONDRION 

ORGANIZATION 

 
GO:0034097~RESPONSE 

TO CYTOKINE 
STIMULUS 

 
GO:0048545~RESPONSE 

TO STEROID 
HORMONE STIMULUS 

 
GO:0070555~RESPONSE 

TO INTERLEUKIN-1 

 
GO:0031960~RESPONSE 

TO 
CORTICOSTEROID 

STIMULUS 

 
GO:0031100~ORGAN 

REGENERATION 

 
GO:0051384~RESPONSE 

TO 
GLUCOCORTICOID 

STIMULUS 

 
GO:0043627~RESPONSE 

TO ESTROGEN 
STIMULUS 

 
GO:0032355~RESPONSE 

TO ESTRADIOL 
STIMULUS 

 
GO:0032570~RESPONSE 

TO PROGESTERONE 
STIMULUS 

 
GO:0006986~RESPONSE 

TO UNFOLDED 
PROTEIN 

 
GO:0009612~RESPONSE 

TO MECHANICAL 
STIMULUS 

 
GO:0051789~RESPONSE 

TO PROTEIN 
STIMULUS 

 
GO:0051385~RESPONSE 

TO 
MINERALOCORTICOID 

STIMULUS 

 
GO:0010243~RESPONSE 

TO ORGANIC 
NITROGEN 

 
GO:0042493~RESPONSE 

TO DRUG 

 
GO:0051412~RESPONSE 

TO 
CORTICOSTERONE 

STIMULUS 

 
GO:0043434~RESPONSE 

TO PEPTIDE 
HORMONE STIMULUS 

 
GO:0014070~RESPONSE 

TO ORGANIC CYCLIC 
SUBSTANCE 

 
GO:0010033~RESPONSE 

TO ORGANIC 
SUBSTANCE 

GO:0031099~REGE 
NERATION 

 
GO:0045471~RESPONSE 

TO ETHANOL 

 
GO:0034599~CELLULAR 

RESPONSE TO 
OXIDATIVE STRESS 

 
GO:0031668~CELLULAR 

RESPONSE TO 
EXTRACELLULAR 

STIMULUS 

 
GO:0009991~RESPONSE 

TO EXTRACELLULAR 
STIMULUS 

 
GO:0009267~CELLULAR 

RESPONSE TO 
STARVATION 

 
GO:0000302~RESPONSE 

TO REACTIVE 
OXYGEN SPECIES 

 
GO:0001666~RESPONSE 

TO HYPOXIA 

 
GO:0034614~CELLULAR 

RESPONSE TO 
REACTIVE OXYGEN 

SPECIES 

 
GO:0070482~RESPONSE 

TO OXYGEN LEVELS 

 
GO:0055114~OXIDATION 

REDUCTION 

 
GO:0032768~MONOOXYGENASE 

ACTIVITY 

 
GO:0006979~RESPONSE 

TO OXIDATIVE 
STRESS 

 
GO:0008286~INSULIN 

RECEPTOR 
SIGNALING 
PATHWAY 

 
GO:0009725~RESPONSE 

TO HORMONE 
STIMULUS 

 
GO:0009719~RESPONSE 

TO ENDOGENOUS 
STIMULUS 

 
GO:0032870~CELLULAR 

RESPONSE TO 
HORMONE STIMULUS 

 
GO:0032868~RESPONSE 

TO INSULIN 
STIMULUS  

GO:0032869~CELLULAR 
RESPONSE TO 

INSULIN STIMULUS 

GO:0051327~M 
PHASE OF MEIOTIC 

CELL CYCLE 

GO:0022402~CELL 
CYCLE PROCESS 

 
GO:0007346~MITOTIC 

CELL CYCLE 

GO:0007088~MITO 
SIS 

 
GO:0000278~MITOTIC 

CELL CYCLE 

GO:0000082~G1/S 
TRANSITION OF 
MITOTIC CELL 

CYCLE 

 
GO:0051783~NUCLEAR 

DIVISION 

 
GO:0031110~MICROTUBULE 

POLYMERIZATION 
OR 

DEPOLYMERIZATION 

 
GO:0005979~GLYCOGEN 

BIOSYNTHETIC 
PROCESS 

 
GO:0043471~CELLULAR 

CARBOHYDRATE 
CATABOLIC 
PROCESS 

 
GO:0042176~PROTEIN 

CATABOLIC 
PROCESS 

 
GO:0043470~CARBOHYDRATE 

CATABOLIC 
PROCESS 

 
GO:0009894~CATABOLIC 

PROCESS 

 
GO:0043467~GENERATION 

OF PRECURSOR 
METABOLITES AND 

ENERGY 

 
GO:0005996~MONOSACCHARIDE 

METABOLIC 
PROCESS 

 
GO:0006006~GLUCOSE 

METABOLIC 
PROCESS 

 
GO:0044275~CELLULAR 

CARBOHYDRATE 
CATABOLIC 
PROCESS 

 
GO:0019320~HEXOSE 

CATABOLIC 
PROCESS  

GO:0010827~GLUCOSE 
TRANSPORT 

 
GO:0032881~POLYSACCHARIDE 

METABOLIC 
PROCESS 

 
GO:0032885~POLYSACCHARIDE 

BIOSYNTHETIC 
PROCESS 

 
GO:0006109~CARBOHYDRATE 

METABOLIC 
PROCESS 

 
GO:0043255~CARBOHYDRATE 

BIOSYNTHETIC 
PROCESS 

 
GO:0010675~CELLULAR 

CARBOHYDRATE 
METABOLIC 
PROCESS 

 
GO:0031329~CELLULAR 

CATABOLIC 
PROCESS 

 
GO:0010962~GLUCAN 

BIOSYNTHETIC 
PROCESS 

GO:0006096~GLYC 
OLYSIS 

 
GO:0006091~GENERATION 

OF PRECURSOR 
METABOLITES AND 

ENERGY 

 
GO:0019318~HEXOSE 

METABOLIC 
PROCESS 

 
GO:0046164~ALCOHOL 

CATABOLIC 
PROCESS 

 
GO:0046365~MONOSACCHARIDE 

CATABOLIC 
PROCESS 

 
GO:0016052~CARBOHYDRATE 

CATABOLIC 
PROCESS 

 
GO:0006007~GLUCOSE 

CATABOLIC 
PROCESS 

 
GO:0048872~HOMEOSTASIS 

OF NUMBER OF CELLS 
 

GO:0002768~IMMUNE 
RESPONSE-REGULATING 

CELL SURFACE 
RECEPTOR 
SIGNALING 
PATHWAY 

 
GO:0042391~MEMBRANE 

POTENTIAL 

 
GO:0016447~SOMATIC 
RECOMBINATION OF 
IMMUNOGLOBULIN 
GENE SEGMENTS 

GO:0030097~HEMO 
POIESIS 

 
GO:0051899~MEMBRANE 

DEPOLARIZATION 

 
GO:0001776~LEUKOCYTE 

HOMEOSTASIS 

 
GO:0042592~HOMEOSTATIC 

PROCESS 

 
GO:0002200~SOMATIC 

DIVERSIFICATION 
OF IMMUNE 
RECEPTORS 

 
GO:0030099~MYELOID 

CELL 
DIFFERENTIATION 

 
GO:0048534~HEMOPOIETIC 

OR LYMPHOID ORGAN 
DEVELOPMENT 

GO:0042110~T 
CELL ACTIVATION 

 
GO:0032844~HOMEOSTATIC 

PROCESS 

 
GO:0045321~LEUKOCYTE 

ACTIVATION 

 
GO:0045646~ERYTHROCYTE 

DIFFERENTIATION 

 
GO:0002694~LEUKOCYTE 

ACTIVATION 
GO:0050863~T 

CELL ACTIVATION 

GO:0001775~CELL 
ACTIVATION 

 
GO:0051249~LYMPHOCYTE 

ACTIVATION 

 
GO:0046649~LYMPHOCYTE 

ACTIVATION 
GO:0042113~B 

CELL ACTIVATION 

GO:0050865~CELL 
ACTIVATION 

 
GO:0002697~IMMUNE 
EFFECTOR PROCESS 

 
GO:0002260~LYMPHOCYTE 

HOMEOSTASIS 

 
GO:0002757~IMMUNE 

RESPONSE-ACTIVATING 
SIGNAL 

TRANSDUCTION 

 
GO:0016445~SOMATIC 

DIVERSIFICATION 
OF 

IMMUNOGLOBULINS 

 
GO:0002764~IMMUNE 

RESPONSE-REGULATING 
SIGNAL 

TRANSDUCTION 

 
GO:0002520~IMMUNE 

SYSTEM 
DEVELOPMENT 

 
GO:0001817~CYTOKINE 

PRODUCTION 

 
GO:0045637~MYELOID 

CELL 
DIFFERENTIATION 

 
GO:0032944~MONONUCLEAR 

CELL 
PROLIFERATION 

 
GO:0070663~LEUKOCYTE 

PROLIFERATION 

 
GO:0002521~LEUKOCYTE 

DIFFERENTIATION 

 
GO:0050670~LYMPHOCYTE 

PROLIFERATION 

GO:0042129~T 
CELL 

PROLIFERATION 

GO:0000904~CELL 
MORPHOGENESIS 

INVOLVED IN 
DIFFERENTIATION 

 
GO:0021952~CENTRAL 

NERVOUS SYSTEM 
PROJECTION 

NEURON 
AXONOGENESIS 

GO:0048858~CELL 
PROJECTION 

MORPHOGENESIS 

 
GO:0021953~CENTRAL 

NERVOUS SYSTEM 
NEURON 

DIFFERENTIATION 

GO:0048667~CELL 
MORPHOGENESIS 

INVOLVED IN 
NEURON 

DIFFERENTIATION 

 
GO:0048812~NEURON 

PROJECTION 
MORPHOGENESIS 

GO:0010721~ CELL 
DEVELOPMENT 

 
GO:0030182~NEURON 

DIFFERENTIATION 

 
GO:0031175~NEURON 

PROJECTION 
DEVELOPMENT 

 
GO:0048666~NEURON 

DEVELOPMENT 

GO:0030030~CELL 
PROJECTION 

ORGANIZATION 

 
GO:0045685~GLIAL 

CELL 
DIFFERENTIATION 

GO:0001654~EYE 
DEVELOPMENT 

 
GO:0045664~NEURON 

DIFFERENTIATION 

GO:0014013~GLIO 
GENESIS GO:0050767~NEUR 

OGENESIS 

 
GO:0051960~NERVOUS 

SYSTEM 
DEVELOPMENT 

 
GO:0021954~CENTRAL 

NERVOUS SYSTEM 
NEURON 

DEVELOPMENT 

GO:0022604~CELL 
MORPHOGENESIS 

 
GO:0021955~CENTRAL 

NERVOUS SYSTEM 
NEURON 

AXONOGENESIS 

GO:0007409~AXON 
OGENESIS 

 
GO:0001764~NEURON 

MIGRATION 

GO:0048870~CELL 
MOTILITY 

 
GO:0051674~LOCALIZATION 

OF CELL 

 
GO:0007423~SENSORY 

ORGAN 
DEVELOPMENT 

GO:0006928~CELL 
MOTION 

 
GO:0043010~CAMERA-TYPE 

EYE DEVELOPMENT 

 
GO:0007439~ECTODERMAL 

GUT DEVELOPMENT 

GO:0016477~CELL 
MIGRATION 

 
GO:0048593~CAMERA-TYPE 

EYE 
MORPHOGENESIS 

 
GO:0048567~ECTODERMAL 

GUT 
MORPHOGENESIS 

 
GO:0048754~BRANCHING 

MORPHOGENESIS OF 
A TUBE 

 
GO:0014031~MESENCHYMAL 

CELL DEVELOPMENT 

 
GO:0032989~CELLULAR 

COMPONENT 
MORPHOGENESIS 

 
GO:0060485~MESENCHYME 

DEVELOPMENT 

GO:0010769~CELL 
MORPHOGENESIS 

INVOLVED IN 
DIFFERENTIATION 

GO:0032990~CELL 
PART 

MORPHOGENESIS  
GO:0048762~MESENCHYMAL 

CELL 
DIFFERENTIATION 

GO:0000902~CELL 
MORPHOGENESIS 

 
GO:0007163~ESTABLISHMENT 

OR MAINTENANCE OF 
CELL POLARITY 

GO:0060284~CELL 
DEVELOPMENT 

 
GO:0060341~CELLULAR 

LOCALIZATION 

 
GO:0015031~PROTEIN 

TRANSPORT  
"GO:0000059~PROTEIN 

IMPORT INTO 
NUCLEUS, 
DOCKING" 

GO:0051046~SECR 
ETION 

 
GO:0008104~PROTEIN 

LOCALIZATION 

GO:0007184~SMAD 
PROTEIN NUCLEAR 
TRANSLOCATION 

 
GO:0045184~ESTABLISHMENT 

OF PROTEIN 
LOCALIZATION 

 
GO:0007044~CELL-SUBSTRATE 

JUNCTION 
ASSEMBLY 

 
GO:0051438~UBIQUITIN-PROTEIN 

LIGASE ACTIVITY 

 
GO:0051439~UBIQUITIN-PROTEIN 

LIGASE ACTIVITY 
DURING MITOTIC 

CELL CYCLE 

GO:0034330~CELL 
JUNCTION 

ORGANIZATION 

 
GO:0006511~UBIQUITIN-DEPENDENT 

PROTEIN 
CATABOLIC 
PROCESS 

 
GO:0070507~MICROTUBULE 

CYTOSKELETON 
ORGANIZATION 

 
GO:0032886~MICROTUBULE-BASED 

PROCESS 

 
GO:0032268~CELLULAR 

PROTEIN 
METABOLIC 
PROCESS 

 
GO:0042254~RIBOSOME 

BIOGENESIS 
GO:0006418~TRNA 
AMINOACYLATION 

FOR PROTEIN 
TRANSLATION 

 
GO:0022613~RIBONUCLEOPROTEIN 

COMPLEX 
BIOGENESIS 

 
GO:0031399~PROTEIN 

MODIFICATION 
PROCESS 

 
GO:0017038~PROTEIN 

IMPORT 

 
GO:0051170~NUCLEAR 

IMPORT 

 
GO:0006605~PROTEIN 

TARGETING 
 

GO:0034504~PROTEIN 
LOCALIZATION IN 

NUCLEUS 

 
GO:0033365~PROTEIN 

LOCALIZATION IN 
ORGANELLE 

 
GO:0006913~NUCLEOCYTOPLASMIC 

TRANSPORT 
 

GO:0034613~CELLULAR 
PROTEIN 

LOCALIZATION 

 
GO:0070727~CELLULAR 

MACROMOLECULE 
LOCALIZATION 

 
GO:0006886~INTRACELLULAR 

PROTEIN 
TRANSPORT 

 
GO:0006414~TRANSLATIONAL 

ELONGATION 

 
GO:0034660~NCRNA 

METABOLIC 
PROCESS 

GO:0043039~TRNA 
AMINOACYLATION 

GO:0006399~TRNA 
METABOLIC 
PROCESS 

 
GO:0010608~POSTTRANSCRIPTIONAL 

GENE EXPRESSION 

 
GO:0043038~AMINO 
ACID ACTIVATION GO:0006412~TRAN 

SLATION 

 
GO:0046907~INTRACELLULAR 

TRANSPORT 

 
GO:0048193~GOLGI 

VESICLE 
TRANSPORT 

GO:0051050~TRAN 
SPORT 

 
GO:0051169~NUCLEAR 

TRANSPORT 

 
GO:0006606~PROTEIN 

IMPORT INTO 
NUCLEUS 

 
GO:0051329~INTERPHASE 

OF MITOTIC CELL 
CYCLE 

 
GO:0048041~FOCAL 

ADHESION 
FORMATION 

 
GO:0007093~MITOTIC 

CELL CYCLE 
CHECKPOINT 

GO:0000080~G1 
PHASE OF MITOTIC 

CELL CYCLE 

GO:0007126~MEIO 
SIS 

GO:0034329~CELL 
JUNCTION 
ASSEMBLY 

 
GO:0031577~SPINDLE 

CHECKPOINT 

GO:0000086~G2/M 
TRANSITION OF 
MITOTIC CELL 

CYCLE 

 
GO:0007243~PROTEIN 

KINASE CASCADE 

 
GO:0000165~MAPKKK 

CASCADE 

GO:0016311~DEPH 
OSPHORYLATION 

 
GO:0046777~PROTEIN 

AMINO ACID 
AUTOPHOSPHORYLATION 

 
GO:0080135~CELLULAR 

RESPONSE TO 
STRESS 

 
GO:0018209~PEPTIDYL-SERINE 

MODIFICATION 

 
GO:0006470~PROTEIN 

AMINO ACID 
DEPHOSPHORYLATION 

GO:0007254~JNK 
CASCADE 

 
GO:0018105~PEPTIDYL-SERINE 

PHOSPHORYLATION 

 
GO:0018107~PEPTIDYL-THREONINE 

PHOSPHORYLATION 

 
GO:0043122~I-KAPPAB 

KINASE/NF-KAPPAB 
CASCADE 

 
GO:0043549~KINASE 

ACTIVITY 

 
GO:0010627~PROTEIN 

KINASE CASCADE 

 
GO:0046626~INSULIN 

RECEPTOR 
SIGNALING 
PATHWAY 

GO:0016310~PHOS 
PHORYLATION 

GO:0046328~JNK 
CASCADE 

 
GO:0006796~PHOSPHATE 

METABOLIC 
PROCESS 

 
GO:0018108~PEPTIDYL-TYROSINE 

PHOSPHORYLATION 

 
GO:0018212~PEPTIDYL-TYROSINE 

MODIFICATION 
 

GO:0018210~PEPTIDYL-THREONINE 
MODIFICATION 

 
GO:0006793~PHOSPHORUS 

METABOLIC 
PROCESS 

 
GO:0006468~PROTEIN 

AMINO ACID 
PHOSPHORYLATION 

GO:0035303~DEPH 
OSPHORYLATION 

 
GO:0032147~ACTIVATION 

OF PROTEIN KINASE 
ACTIVITY 

 
GO:0019220~PHOSPHATE 

METABOLIC 
PROCESS 

 
GO:0051174~PHOSPHORUS 

METABOLIC 
PROCESS 

 
GO:0000187~ACTIVATION 

OF MAPK ACTIVITY 

 
GO:0070302~STRESS-ACTIVATED 

PROTEIN KINASE 
SIGNALING 
PATHWAY 

GO:0043506~JUN 
KINASE ACTIVITY 

 
GO:0000186~ACTIVATION 

OF MAPKK ACTIVITY 

 
GO:0001932~PROTEIN 

AMINO ACID 
PHOSPHORYLATION 

GO:0042327~PHOS 
PHORYLATION 

GO:0043405~MAP 
KINASE ACTIVITY 

 
GO:0007242~INTRACELLULAR 

SIGNALING 
CASCADE 

GO:0007265~RAS 
PROTEIN SIGNAL 
TRANSDUCTION 

 
GO:0045859~PROTEIN 

KINASE ACTIVITY 

 
GO:0000079~CYCLIN-DEPENDENT 

PROTEIN KINASE 
ACTIVITY 

 
GO:0043408~MAPKKK 

CASCADE 

 
GO:0030522~INTRACELLULAR 

RECEPTOR-MEDIATED 
SIGNALING 
PATHWAY 

GO:0042325~PHOS 
PHORYLATION 

 
GO:0051338~TRANSFERASE 

ACTIVITY 

 
GO:0031098~STRESS-ACTIVATED 

PROTEIN KINASE 
SIGNALING 
PATHWAY 

 
GO:0042516~TYROSINE 

PHOSPHORYLATION 
OF STAT3 PROTEIN 

 
GO:0007178~TRANSMEMBRANE 

RECEPTOR PROTEIN 
SERINE/THREONINE 
KINASE SIGNALING 

PATHWAY 

 
GO:0042509~TYROSINE 

PHOSPHORYLATION 
OF STAT PROTEIN 

 
GO:0046425~JAK-STAT 

CASCADE 

 
GO:0000188~INACTIVATION 

OF MAPK ACTIVITY 

 
GO:0050730~PEPTIDYL-TYROSINE 

PHOSPHORYLATION 

GO:0006397~MRNA 
PROCESSING 

GO:0008380~RNA 
SPLICING 

GO:0042981~APOP 
TOSIS GO:0051098~BIND 

ING 

GO:0043488~MRNA 
STABILITY GO:0051101~DNA 

BINDING 

GO:0043489~RNA 
STABILIZATION 

 
GO:0043067~PROGRAMMED 

CELL DEATH 

 
GO:0051336~HYDROLASE 

ACTIVITY 

GO:0010941~CELL 
DEATH 

 
GO:0008624~INDUCTION 

OF APOPTOSIS BY 
EXTRACELLULAR 

SIGNALS 

 
GO:0006325~CHROMATIN 

ORGANIZATION 

 
GO:0052547~PEPTIDASE 

ACTIVITY 

GO:0032259~METH 
YLATION 

 
GO:0034612~RESPONSE 
TO TUMOR NECROSIS 

FACTOR 
 

GO:0012502~INDUCTION 
OF PROGRAMMED 

CELL DEATH 

 
GO:0006917~INDUCTION 

OF APOPTOSIS 

GO:0008219~CELL 
DEATH  

GO:0008637~APOPTOTIC 
MITOCHONDRIAL 

CHANGES 

 
GO:0012501~PROGRAMMED 

CELL DEATH 

 
GO:0001836~RELEASE 
OF CYTOCHROME C 

FROM 
MITOCHONDRIA 

"GO:0008630~DNA 
DAMAGE RESPONSE, 

SIGNAL 
TRANSDUCTION 
RESULTING IN 
INDUCTION OF 
APOPTOSIS" 

 
GO:0008629~INDUCTION 

OF APOPTOSIS BY 
INTRACELLULAR 

SIGNALS 

GO:0046578~RAS 
PROTEIN SIGNAL 
TRANSDUCTION 

 
GO:0043414~BIOPOLYMER 

METHYLATION 

 
GO:0043281~CASPASE 

ACTIVITY 

 
GO:0043523~NEURON 

APOPTOSIS 

GO:0045767~ANTI 
-APOPTOSIS 

GO:0035023~RHO 
PROTEIN SIGNAL 
TRANSDUCTION 

GO:0016265~DEAT 
H 

GO:0006916~ANTI 
-APOPTOSIS 

 
GO:0006919~ACTIVATION 

OF CASPASE 
ACTIVITY 

 
GO:0052548~ENDOPEPTIDASE 

ACTIVITY 

 
GO:0022618~RIBONUCLEOPROTEIN 

COMPLEX ASSEMBLY 

 
GO:0000245~SPLICEOSOME 

ASSEMBLY 

 
GO:0034622~CELLULAR 

MACROMOLECULAR 
COMPLEX ASSEMBLY 

 
GO:0034621~CELLULAR 

MACROMOLECULAR 
COMPLEX SUBUNIT 

ORGANIZATION 
 

GO:0051259~PROTEIN 
OLIGOMERIZATION 

 
GO:0051276~CHROMOSOME 

ORGANIZATION 

 
GO:0065003~MACROMOLECULAR 

COMPLEX ASSEMBLY 

 
GO:0031497~CHROMATIN 

ASSEMBLY 

 
GO:0034728~NUCLEOSOME 

ORGANIZATION 

 
GO:0016570~HISTONE 

MODIFICATION 

 
GO:0016568~CHROMATIN 

MODIFICATION 

 
GO:0006334~NUCLEOSOME 

ASSEMBLY 

 
GO:0065004~PROTEIN-DNA 

COMPLEX ASSEMBLY 

 
GO:0016569~COVALENT 

CHROMATIN 
MODIFICATION 

 
GO:0007172~SIGNAL 

COMPLEX ASSEMBLY 

 
GO:0051291~PROTEIN 

HETEROOLIGOMERIZATION 

 
GO:0043623~CELLULAR 

PROTEIN COMPLEX 
ASSEMBLY 

 
GO:0006461~PROTEIN 
COMPLEX ASSEMBLY 

 
GO:0043933~MACROMOLECULAR 

COMPLEX SUBUNIT 
ORGANIZATION 

 
GO:0070271~PROTEIN 

COMPLEX 
BIOGENESIS 


