	S1 Table. Previously reported SNPs with effect on outcomes of sunitinib treatment

	SNP
	Significantly associated outcomes
	Disease and cohort size
	Countrya

	VEGFR1

	rs9582036 
	Poorer OS with CC genotype.
	mRCC (n=91)
	France, Belgium
 ADDIN EN.CITE 
(1)


	rs9554320 
	Poorer PFS with AA genotype.
	mRCC (n=91)
	France, Belgium 
 ADDIN EN.CITE 
(1)


	VEGFR2

	1191 C/T
	Any toxicity grade>2 increased with T allele.
	mRCC, GIST (n=183)
	Netherlands 
 ADDIN EN.CITE 
(2)


	1718T>A
	Poorer PFS and OS with the AA genotype.
	gastric, biliary (n=63)
	Korea 
 ADDIN EN.CITE 
(3)


	FLT3

	738 T/C
	Leucopenia increased with T allele.
	mRCC, GIST (n=188)
	Netherlands 
 ADDIN EN.CITE 
(2)


	FLT4 (VEGFR3)

	rs6877011

3971 G/T
	Better PFS and OS with the CC genotype.
Better PFS but poorer OS with the GG genotype.
Better PFS with the GG genotype.
	mRCC (n=84)

mRCC (n= 88)

mRCC (n=89)
	Italy 
 ADDIN EN.CITE 
(4)

France, Belgium 
 ADDIN EN.CITE 
(5)

Spain 
 ADDIN EN.CITE 
(6)


	1480 A/G
	Better OS with the AA genotype.
Better PFS with the AA genotype.
	mRCC (n= 88)

mRCC (n=89)
	France, Belgium 
 ADDIN EN.CITE 
(5)

Spain 
 ADDIN EN.CITE 
(6)


	ABCB1 

	1236 T/C
	Poorer PFS and OS with the TT genotype.
Less dose reductions with the TT genotype. 
	mRCC (n= 88)

mRCC (n= 96)
	France, Belgium 
 ADDIN EN.CITE 
(5)

France, Belgium 7()


	2677G/TA
	Less dose reductions with TT or TA genotypes.
	mRCC (n= 96)
	France, Belgium 7()


	haplotypeb
	More HFS with TTT haplotype.

Better PFS increased with TCG haplotype.
	mRCC, GIST (n=219)

mRCC (n= 136)
	Netherlands 
 ADDIN EN.CITE 
(2)

Netherlands 
 ADDIN EN.CITE 
(8)


	ABCG2 

	421 C/A
	More thrombocytopenia, neutropenia, and HFS with the AA genotype.
	mRCC (n=65)


	Korea 
 ADDIN EN.CITE 
(9)



	haplotypec
	Any toxicity grade>2 increased with TT haplotype.
	mRCC, GIST (n=183)
	Netherlands 
 ADDIN EN.CITE 
(2)


	CYP1A1

	2455A/G
	More leucopenia and mucositis with G allele.
	mRCC, GIST (n=193)
	Netherlands 
 ADDIN EN.CITE 
(2)


	CYP3A5

	6986G/A
	Dose reduction more often with G allele.

Better PFS with the A allele.
	mRCC (n=89)

mRCC (n= 136)
	Spain 
 ADDIN EN.CITE 
(6)

Netherlands 
 ADDIN EN.CITE 
(8)


	NR1/2

	8055 C/T
	Poorer PFS with the TT genotype.
	mRCC (n= 88)
	France, Belgium 
 ADDIN EN.CITE 
(5)


	NR1/3

	7837 T/G
	Poorer PFS and OS with the TT genotype.
	mRCC (n= 88)
	France, Belgium 
 ADDIN EN.CITE 
(5)


	5719 C/T
	Better PFS with the CC genotype.
	mRCC (n= 88)
	France, Belgium 
 ADDIN EN.CITE 
(5)


	haplotyped
	Less leucopenia with CAG haplotype.

Poorer PFS with CAT haplotype.
	mRCC, GIST (n=188)

mRCC (n= 136)
	Netherlands 
 ADDIN EN.CITE 
(2)

Netherlands 
 ADDIN EN.CITE 
(8)


	VEGFA 

	rs2010963
	More hypertension with the G allele.

Better PFS with the G allele.
	mRCC (n=63)

mRCC (n=84)
	USA
 ADDIN EN.CITE 
(10)

Italy 
 ADDIN EN.CITE 
(4)


	-1498 C/T
	More hypothyroidism with the C allele.

Poorer PFS and OS with the TT genotype.
	GIST (n=39)

mRCC (n=84)
	Poland 
 ADDIN EN.CITE 
(11)

Italy 
 ADDIN EN.CITE 
(4)


	936 C/T
	More hypothyroidism with the T allele.
	GIST (n=39)
	Poland 
 ADDIN EN.CITE 
(11)


	haplotypee
	More severe hypertension with ACG haplotype.
	mRCC, GIST (n=255)
	Netherlands 
 ADDIN EN.CITE 
(12)


	FGFR2

	906C/T
	Poorer PFS with the TT genotype.
	mRCC (n= 88)
	France, Belgium 
 ADDIN EN.CITE 
(5)


	eNOS

	rs2070744
	Less grade 3 hypertension with TT genotype.
	mRCC, GIST (n=255)
	Netherlands 
 ADDIN EN.CITE 
(12)


	Abbreviations: OS, overall survival; PFS, progression-free survival; HFS, hand-foot syndrome; GIST, gastrointestinal stromal tumor.

a where the study was conducted.

b the 3435C/T, 1236C/T, 2677G/TA haplotype.

c the -15622C/T, 1143C/T haplotype.

d the 5719C/T, 7738A/C, 7837T/G haplotype.

e the rs699947, rs833061, rs2010963 haplotype. 
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