[bookmark: _GoBack]Table S2. Percentage of time individual residues interact with PIP2 in simulation II using different cutoff values.
	cutoff (nm)
	K191
	K216
	K218
	R221
	K222
	R229
	R508
	R514
	K515
	K578
	K621
	K627
	R640
	K657
	R665

	0.49
	3.3
	4.5
	9.7
	1.5
	5.7
	3.7
	24.1
	8.6
	10.4
	30.7
	42.9
	31.6
	13.1
	5.6
	9.4

	0.52
	4.1
	5.9
	12.2
	1.9
	7.3
	4.8
	27.8
	11.2
	13.1
	37.8
	53.1
	39.4
	16.5
	6.9
	11.0

	0.55
	4.4
	6.4
	13.0
	2.0
	7.9
	5.1
	28.6
	12.0
	13.8
	39.4
	55.5
	41.7
	17.7
	7.3
	11.5

	0.60
	4.5
	6.6
	13.2
	2.1
	8.0
	5.3
	28.9
	12.2
	14.1
	40.2
	56.1
	42.4
	18.3
	7.5
	11.6



