Table S1. Expanded VESPA analysis of B-HIV sequences containing position 440.

Env Amino acid Phenotype Fisher’s exact
position CXCR4-using RS test (p-value)
Ala 6 4.5 ns
Asp 3 0 ns
Glu 36.4 4.5 <0.0001
Lys 12.1 9 ns
?C44(; Gln 6.1 45 ns
Arg 18.2 46.3 <0.0001
Ser 18.2 26.9 ns
Thr 0 1.5 ns
- 0 2.8 ns




