Supporting Information:

Figure S1 

Serial dilution assay showing MIC50 concentration for WT (BWP17) and HSF1 mutant JMR044 
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Figure S2 

End point comparative RTPCR of genes involved in MDR in presence 

and absence of BER lane indicates 1: WT, 2: HSF1 TET/hsf1, 3: 

HSF1/hsf1, 4,5,6,: + Doxy, 7,8,9 :+ BER, 10, 11, 12: +Doxy+ Ber.  
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Table S1: List of strains used in the study:

	Strains
	Description
	Reference

	CAI4 (WT)
	ura3/ura3 : : imm434
	1

	Gu4
	Fluconazole susceptible isolate
	2

	Gu5
	Fluconazole resistant isolate overexpressing CDR1/CDR2
	2

	F2
	Clinical isolate from patient F, Fluconazole sensitive
	3

	F5
	Clinical isolate from patient F, Fluconazole resistant, MDR1 overexpressing
	3

	DSY449
	Δcdr1::hisG/Δcdr1::hisG
	4

	DSY653
	Δcdr2::hisG-URA3-hisG/Δcdr2::hisG
	5

	SFLUM5
	mdr1::FRT/mdr1::FRT
	6

	ATCC 15239
	C. utilis
	Ranbaxy Laboratories, India

	ATCC 750 
	C. tropicalis
	Ranbaxy Laboratories, India

	ATCC 90030
	C. glabrata
	Ranbaxy Laboratories, India

	ATCC 2512
	C. kefyr
	Ranbaxy Laboratories, India

	ATCC 6258
	C. krusei
	Ranbaxy Laboratories, India

	ATCC 33
	C. dubliniensis
	Ranbaxy Laboratories, India

	ATCC 22019 
	C. parapsilosis
	Ranbaxy Laboratories, India

	MTCC 223
	K. lactis
	National collection of Industrial Microorganism, India

	DAY286 (WT for JMR044)
	ura3Δ::λimm434/ura3Δ::λimm434
	7

	Mutants made by URA blaster (11)
	tf::hisG/tf::hisG-URA3-hisG
	8

	Mutants made by UAU transposition (182)
	tf::ura3-ARG4-ura3/tf::URA3
	8



	Mutants made by PCR from UAU cassette (24)
	tf::ARG4/tf::URA3
	8


	Mutants made by PCR from pFA plasmids (23)
	RPS1/rps1::[CIp30]
	8



	THE1 (WT for CLM61-1 and CLM62-1)
	ade2::hisG/ade2::hisG, ura3::l imm434/ura3::l imm434, ENO1/eno1::ENO1-tetR-ScHAP4AD-3XHA-ADE2
	9

	CLM61-1 
	ade2::hisG/ade2::hisG, ura3::l imm434/ura3::l imm434,

ENO1/eno1::ENO1-tetR-ScHAP4AD-3XHA-ADE2, hsf1::hisG/HSF1
	10

	CLM62-1 
	ade2::hisG/ade2::hisG, ura3::l imm434/ura3::l imm434, ENO1/eno1::ENO1-tetR-ScHAP4AD-3XHA-ADE2, hsf1::hisG/URA3-tetp-HSF1
	10


Table S2: List of primers used in the study

	Gene name
	Primer sequence

	HSF1 RTF

HSF1 RTR
	GAATGGGCACGGATTTGCTG

ACGTCTTGAATGTGCTCGGT

	ACT1RTF

ACT1 RTR
	GGGTAGGGTGGGAAAACTTCA

TTGAAACCACTGCCGACAGA

	CDR1 RTF

CDR1 RTR
	AAGAGAACCATTACCAGG

AGGAATCGACGGATCAC

	MDR1 RTF

MDR1 RTR
	GGCGGATTTACTCCTGATACAACTC

GCGACGGGCTGTTGAGTAAACTAT

	BCK1RTF

BCK1RTR
	CCACACTGACGGGTTCGACA

CGATCACCTGGTGGTGGCGG

	MCK1RTF

MCK1RTR
	CCCGACGAAAATGCTGG

CGGGTTGGCGTCAGGGA

	HSP90RTF

HSP90RTR
	ACTTGTTGATGCTCCAGCTGCCA

CCAGCTGGTTCGTCAGTTGAGGC

	CMP1RTF

CMP1RTR
	ACTTGGTCATTACCGTTTGTGGGTG

CCTTCTCTTCTTCGTTGGCTCT

	CNB1RTF

CNB1RTR
	ATGGGGGCTAACGCAAGTATTCTTG

TCAGAACATATTTAATGTCAAAGTG

	CRZ1RTF

CRZ1RTR
	CAGGATGATGGGTCACAGC

ACAGTAGGTGCCGGTGGAGGT
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