Table S2. Primer sequences employed in the ChIP-PCR experiments. (DOC)
	Modulea
	Forwardb
	Reversec

	leg1a-1
	AGGCTCATAACTGAATCGA
	ACACACCCACTGCACAAA

	leg1a-2
	GTTGGGATTAGCTAAATACACC
	AAACACGAATGCCCCATT

	leg1a-3
	GAAAGTCTGAATGTGCGA
	TATACAAGGCCTGGGTAA

	leg1a-4
	CTCATGTTATATCAGGTCAG
	GTCACTGAATGAATGTGTGA

	leg1a-5
	CATTCAGACAGCATATGCA
	CATGAAACAGTGGTGTAGCA

	leg1a-6
	GTTTGTGTGTGAAGTTTCAG
	CACAACACGAGGTCAAATT

	leg1a-7
	TTGCGTTTAATGTTCAACCGGC
	CCCGTTTACACCAGTGCGTTT

	leg1a-8
	ACACTCTCACCGTGGTAA
	GGTGTAGTATATCCCCTTTA

	leg1a-9
	GGTGAGCTTTCAGCAGAGCAGC
	GCTGTTCATCCAGCTGAGCATG

	leg1a-10
	TCATAAACTGGCAACTTCTG
	TTAGACCCAGAATGCTGT

	leg1a-11
	TGTTTTATCCAAATGCTGGC
	CACCCTTAACAAACTGGAAT

	leg1b-1
	CAGTGCCATTGTGGTCCAGTGG
	CGGCCCACCTCAGTTCATGA

	leg1b-2
	GGAAGCATCAGCCAATCA
	ACGAATGCCCCATTCACA

	leg1b-3
	TGTTAAGCATTTGCCCAATCGG
	AAGAAAATCTCCCCCACACCCA


athe HRE module of leg1 upstream sequence in zebrafish
bthe forward primer sequence orientation is 5’ end to 3’ end
cthe reversed primer sequence orientation is 5’ end to 3’ end

