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1. Streptin lantibiotic
[bookmark: 259]>fig|6666666.65350.peg.1401

 Length = 46
 Score = 85.5 bits (210), Expect = 3e-19
 Identities = 38/46 (82%), Positives = 40/46 (86%)

Query: 1  MNNTIKDFDLDLKTNKKDTATPYVGSRYLCTPGSCWKLVCFTTTVK 46
          M NTIKDFDLDLKT K ++  P VGSRYLCTPGSCWKLVCFTTTVK
YU10 : 1  MKNTIKDFDLDLKTTKNNSDEPLVGSRYLCTPGSCWKLVCFTTTVK 46

2. Salivaricin A3 lantibiotic
[bookmark: 1701]>fig|6666666.65350.peg.1498
 
 Length = 48
 Score =  103 bits (258), Expect = 8e-25
 Identities = 48/48 (100%), Positives = 48/48 (100%)

Query: 1  MKNSKDVLNNAIEEVSEKELMEVAGGKKGPGWIATITDDCPNSIFVCC 48
          MKNSKDVLNNAIEEVSEKELMEVAGGKKGPGWIATITDDCPNSIFVCC
YU10 : 1  MKNSKDVLNNAIEEVSEKELMEVAGGKKGPGWIATITDDCPNSIFVCC 48

3. Salivaricin G32 lantibiotic
[bookmark: 2130]>fig|6666666.65350.peg.1506
 
 Length = 49
 Score =  103 bits (258), Expect = 8e-25
 Identities = 49/49 (100%), Positives = 49/49 (100%)

Query: 1  MKKDVVIESIKEVSLEELDQIIGAGNGVFKTISHECHLNTWAFLATCCS 49
          MKKDVVIESIKEVSLEELDQIIGAGNGVFKTISHECHLNTWAFLATCCS
YU10 : 1  MKKDVVIESIKEVSLEELDQIIGAGNGVFKTISHECHLNTWAFLATCCS 49

4. SlnA1 putative lantibiotic-like protein
[bookmark: 2124]>fig|6666666.65350.peg.1504
          
 Length = 52
 Score =  110 bits (276), Expect = 7e-27
 Identities = 52/52 (100%), Positives = 52/52 (100%)

Query: 1  MKNNKIHLEALEALQELKMEEIDNLLGGAGHGVNTISAECRWNSLQAIFTCC 52
          MKNNKIHLEALEALQELKMEEIDNLLGGAGHGVNTISAECRWNSLQAIFTCC
YU10 : 1  MKNNKIHLEALEALQELKMEEIDNLLGGAGHGVNTISAECRWNSLQAIFTCC 52

