Figure S1.  DBC2 contains a putative RING-finger domain.  A Psi-blast search 


[1, 2] ADDIN EN.CITE  for proteins sharing a common amino acid signature with the domain following the second BTB domain of DBC2 suggests that the domain has significant sequence similarity to the N-terminal RING finger domain of CNOT4 (Expect = 1 x 10–19).  CNOT-4 acts as an E3 ubiquitin ligase [3].
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