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Figure S1: Identification of domains of ERα interacting with JMJD6.
A) The organization of ERα protein showing the functional domains ERα displays conserved functional domains. A/B including AF-1 (Activation Function 1), C containing the DBD (DNA binding domain), D called Hinge domain including nuclear localization signals, E containing the LBD (Ligand binding domain) and AF-2 (Activation Function 2) and F allowing agonist/antagonist regulation. 

B) Radioactive JMJD6 (*) was incubated with GST and with the different domains of ERα coupled with GST, and the bound proteins were visualized by autoradiography.The lower panel shows the coomassie staining of the gel. 















































































































































































