Supplementary Information

Figure S1. Alignment of GAUT1-like family.
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Table S1. The primer pairs for pectin biosynthesis and depolymerization-related gene expression analysis.
	
	FORWARD PRIMER
	REVERSE PRIMER 

	PE2
	ATACAGAACACAGCAGGACCAGC
	AGGCCACTTGACACGCTTACTAG

	PG2
	GAGCCCAAATACTGATGGAG
	GATCCTCCCTGCCAAGTCTTGAT

	GAUT1-like family
	TCTTCGCTCTTAGACCTTTTAGG
	CATCAAGAAAAAGGATTTTATTCA

	rRNA
	GCAAATTACCCAATCCTGAC
	CTATTGGAGCTGGAATTACC
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Gae

MALRRGSSGLGTGRNRSAGSSFPIVILIF-CSFLAPLIFFVGRGLYTSTSVDENDESTTS

DYSIVS

MALRRGLSGVNRIRGSGGGSRSVLVLLIFFCVFA-PLCFFVGRGTYIDSSN-

SEQDIDWRQRLALQQIRELLTREVIDI IKASTDDLGPLSLDSLRENNLSASHREVGQETY

VRQNLDWRERLAMQSVRSLESKETLDV IATSTADLGPLSLDS FRNNLSASWR-~GTGV—

ARKSAADAQVNKPSQVAAADSKPEITRGKRDGEVDGD-HSQFVDSTARFARRQLRERRRE

DPSFRHSENPATPDVESNNLNEKRDS ISKDS IHQR-VETPTRIHRRQLRERRRE

KRAADLVKRDDDVIVKLENAATERSKSVDSSVLGKYSVHRKEADNDNTDSTVRIMRDQUT

MRANELVQHNDDTILKLENAATERSKSVDSAVLGKYS INRRENENDNSDSNIRIMRDQUT

MARVYISIATMRRRLDLAHDLQARLKESQRALSDAGSDADLTRSAKERMKAMGGVLSKAR

MARVYSGIARLENRNDLLQELGARLEDSQRVLGEATSDADLPRSARERLRAMGGVIAKAR

EQLYDCKLVITRLRAMLQSADEQVIGLNRQSTFLSQLAAKTI ENGIHCLSMALTIDYYLIL

MQLYDCKLVTGRLRAMLQTADEQVRSLEKQSTFLAQLAAKTI PN IHCLSMRLTIDYYLL

PPERRKFPRSENLENEDLFHYALFSDNVLAASVVVNSTIVNANEPEKHVFHLVSDRINEG

SNLEKYRNPRYLSMLNHLREYLEY YPRINE ILFLDDDIVY QRDLTGLUSVDLHGKVNGAY
SNLKYRNPKYLSMLNHLRFYLEGI YPRLDE—
SNLKYRNPRYLSMLNHIRFYLEEVYERINEILFLDDDIIVQKDLT PLHEVNLNGKVNGAY

ETCGQSFHREDRYLNFSNPHIARNFDENACGHAYGUNMFDLKEWKKKDITGIYHRWGNMN

ETCGESFHREDEYLNFSNPHIARNENPNACGWAYGUNMFDLKEWKKRDITGIYHRWGNMN

EDRVIWKLGTLEPGLITEYGLTHPLDKSWHVLGLGYNESIDRSDIENARYVHYNGNMREW

ENRTLWKLGTLPPGLITEYGLTHPLNKAWHVLGLGYNESI DKRDIENAAY VHYNGNMREW

LELAMTRYREYWIKYIKCDHPYMRSCKLSE

LELAMSKYREYWIKYIKEDHPYLRRCNLEE
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