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Figure S3 – Structural models of MRL-1 and MRL-3. (A) MRL-1 or MRL-2 present a C-terminal dirigent domain (brown) and a N-terminal jacalin domain (red). The residues G188, T266, S309, R310, L311 and A313 (blue) constitute the putative N-acetyl glucosamine binding site. (B) MRL-3 presents two domains B chains (red). The protein domains and binding sites were identified with the program PFAM, the probable structures were generated by SwissModel. 

