Supplementary Figure S4
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Supplementary Fig. S4: Functional categories of the identified proteins. The circle diagram shows the number of the
identified proteins belonging to the indicated functional groups. A more detailed functional classification of proteins
belonging to the functional groups (i) stress response (orange), (ii) gene expression (red), (iii) metabolism (green), and
(iv) biosynthetic pathways (blue) is presented in bar charts.
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