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CAACAACAACCTCGGTTTCTTGTAACTATTTG
At3g54320.1 CARCRACARCCTCGGTTTCTTGTAACTATTTG ——————————————————————————— 1412
At3g54320.2 CAACAACAACCTCGGTTTCTTGTAACTATTTGRTCTGAGAGAGAGAGCTTTGCCTTCTAG 1436
At3g54320.3 CAACRACAACCTCGGTTTCTTGTAACTATTTGETCTGAGAGAGAGAGCTTTGCCTTCTAG 1440
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Figure S9. Diagnostic search sequence for AtWRI1 3’ end. A) The flanking
sequence upstream from the last intron which is spliced out in AtWRI1 splice
form 1 was chosen as a diagnostic search sequence for the 3’ end splice form
search. B) Position of the diagnostic search sequence for WRI1 3’ end is
highlighted by red boxes in alignment of predicted partial cDNAs of three
AtWRI1 alternative splice forms.



