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	Gene
	EC number
	Number of unique transcripts

	Phosphoserine phosphatase 
	3.1.3.3
	1

	Glycine dehydrogenase (decarboxylating)
	1.4.4.2
	1

	Serine-pyruvate transaminase
	2.6.1.51
	1

	Serine-glyoxylate transaminase
	2.6.1.45
	1

	Alanine-glyoxylate transaminase
	2.6.1.44
	2

	Glycine hydroxymethyltransferase
	2.1.2.1
	2

	L-serine ammonia-lyase
	4.3.1.17
	3

	Cystathionine beta-synthase
	4.2.1.22
	3

	Choline dehydrogenase
	1.1.99.1
	1

	Threonine synthase
	4.2.3.1
	1

	Dihydrolipoyl dehydrogenase
	1.8.1.4
	1

	Phosphoglycerate mutase
	5.4.2.1
	1

	Phosphoglycerate dehydrogenase
	1.1.1.95
	5

	5-aminolevulinate synthase
	2.3.1.37
	1

	Primary-amine oxidase
	1.4.3.21
	1

	Aspartate-semialdehyde dehydrogenase
	1.2.1.11
	1

	L-threonine aldolase
	4.1.2.5
	1

	Cystathionine gamma-lyase
	4.4.1.1
	6
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