EFWG_00415_Efcm    1 ---------MKIKIMTIFGTRPEAIKMAPLIKAIEND-ERFESIVTVTAQHRQMLDQVMD
MnaA_Efcs          1 -------MMKKIKVMTVFGTRPEAIKMAPLIKVLEEQSEGFDSVVVVTAQHRQMLDQVLE
BA5509_Ba          1 -------MTERLKVMTIFGTRPEAIKMAPLVLELQKHPEKIESIVTVTAQHRQMLDQVLS
Cap5P_SaNewman     1 MCLNFREDNVMKKIMVIFGTRPEAIKMAPLVKEIDHN-GNFEANIVITAQHRDMLDSVLS

EFWG_00415_Efcm   51 IFDLKADYDLNIMKDGQTLTDVTSRVIKELDSVLVEAKPDIILVHGDTTTTFAASIAGFY
MnaA_Efcs         54 DFQITPNHDLNIMKDGQTLTDITSRVLNLLTEVLVTEQPDIVLVHGDTTTSFAAALAAFY
BA5509_Ba         54 IFGITPDFDLNIMKDRQTLIDITTRGLEGLDKVMKEAKPDIVLVHGDTTTTFIASLAAFY
Cap5P_SaNewman    60 IFDIQADHDLNIMQDQQTLAGLTANALAKLDSIINEEQPDMILVHGDTTTTFVGSLAAFY

EFWG_00415_Efcm  111 HQIKIGHVEAGLRTWNKYSPFPEEMNRQLTDTLADIYFAPTVMSKSNLLKEGRSEKSIFI
MnaA_Efcs        114 QQIPVGHVEAGLRTWQKYSPFPEEMNRQLVDVLTDIYFAPTTQSKGNLIKENHPEEHIYV
BA5509_Ba        114 NQIPVGHVEAGLRTWDKYSPYPEEMNRQLTGVMADLHFSPTAKSATNLQKENKDESRIFI
Cap5P_SaNewman   120 HQIPVGHVEAGLRTHQKYSPFPEELNRVMVSNIAELNFAPTVIAAKNLLFENKDKERIFI

EFWG_00415_Efcm  171 TGNTAIDAMKYTIKQNYSNDLLDNLAG-KRIILVTMHRRENLGQPMTNVFKAINRLIEKF
MnaA_Efcs        174 TGNTAIDAMAYTVDAHYQNDLLEKIPTDQRIVLITMHRRENLGLPMANVFKAVRRLVMEH
BA5509_Ba        174 TGNTAIDALKTTVKETYSHPVLEKLGN-NRLVLMTAHRRENLGEPMRNMFRAIKRLVDKH
Cap5P_SaNewman   180 TGNTVIDALSTTVQNDFVSTIINKHKG-KKVVLLTAHRRENIGEPMHQIFKAVRDLADEY

EFWG_00415_Efcm  230 EDVHIVFPMHKNPKVRKNAEETFNDSEQVHLIEPLDVIDFQNFSNNSYMILSDSGGVQEE
MnaA_Efcs        234 PEIEVIFPMHKNPKVREIVAEHLGELARVHLIEPLDVKDFQNFAAKSSLILTDSGGVQEE
BA5509_Ba        233 EDVQVVYPVHMNPVVRETANDILGDYGRIHLIEPLDVIDFHNVAARSYLMLTDSGGVQEE
Cap5P_SaNewman   239 KDVVFIYPMHRNPKVRAIAEKYLSGRNRIELIEPLDAIEFHNFTNQSYLVLTDSGGIQEE
 
EFWG_00415_Efcm  290 APSLGVPVLVLRDTTERPEGIEVGTLKLVGTEEDKVFEEATLLLSDKEEYKKMSQASNPY
MnaA_Efcs        294 APSLGVPVLVLRDTTERPEGVAAGTLKLVGTDEQVVYQEAKTLLTDSDAYHAMAHAQNPY
BA5509_Ba        293 APSLGVPVLVLRDTTERPEGIEAGTLKLAGTDEETIFSLADELLSDKEAHDKMSKASNPY
Cap5P_SaNewman   299 APTFGKPVLVLRNHTERPEGVEAGTSRVIGTDYDNIVRNVKQLIEDDEAYQRMSQANNPY

EFWG_00415_Efcm  350 GDGNASERILDAIAYNFGIQQEKPIDFQ-----
MnaA_Efcs        354 GDGQASHRIVEAIAYEMQQSDKKPDTFTAK---
BA5509_Ba        353 GDGRASERIVEAILKHFNK--------------
Cap5P_SaNewman   359 GDGQASRRICEAIEYYFGLRTDKPDEFVPLRHK
