	Region
	rs-number
	Position
	Aminoacid change
	% Genotyped
	Minor allele frequency

	promoter
	rs2989727
	-1981G>A
	
	100
	0.466

	promoter
	rs7857015
	-1524T>C
	
	100
	0.295

	promoter
	rs140024226 *
	-916G>A
	
	100
	0.023

	promoter
	rs28909068
	-791A>G
	
	100
	0.125

	promoter
	rs10120023
	-542G>A
	
	100
	0.295

	promoter
	rs28909976
	-271->insT
	
	97.7
	0.488

	promoter
	rs10117466
	-144C>A
	
	97.7
	0.279

	exon1
	rs10858293
	33G>T
	p.Gly11Gly
	97.7
	0.291

	intron 3
	rs187602432 *
	3161G>A
	
	100
	0.011

	intron 3
	rs2989722
	3231C>T
	
	100
	0.466

	intron 3
	rs3012788
	3374G>A
	
	86.4
	0.461

	intron 3
	rs2989721
	3384T>C
	
	54.5
	0.438

	exon 6
	rs147309328 *
	4759G>A
	p.Arg124Gln
	100
	0.011

	exon 6
	rs56084543
	4837C>T
	p.Thr150Met
	100
	0.011

	intron 6
	rs2070622
	4888C>G
	
	100
	0.466

	intron 6
	rs2070623
	4961G>A
	
	97.7
	0.465

	exon 6
	rs2274845
	5358T>C
	p.Asn190Asn
	97.7
	0.465

	exon 8
	rs148649884 *
	6658G>A
	p.Ala218Thr
	100
	0.011

	intron 8
	ss522927228 *
	6757G>A
	
	100
	0.011

	intron 8
	rs2274846
	7007T>A
	
	100
	0.466

	intron 8
	rs1105324
	7516C>T
	
	97.7
	0.465

	intron 8
	rs1888710
	7554G>C
	
	97.7
	0.465

	intron 8
	rs1105325
	7566G>C
	
	97.7
	0.465

	exon 9
	rs150625869 *
	7895T>C
	p.Ser268Pro
	100
	0.011

	exon 9
	rs1071583
	7918A>G
	p.Gln275Gln
	100
	0.477

	exon 9
	rs138055828 *
	7959A>G
	p.Asn289Ser
	100
	0.034

	3´boundary
	rs2989735
	8302A>G
	
	100
	0.477

	3´boundary
	ss522927220 *
	8366A>G
	
	100
	0.011
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