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	ORF no.
	Gene name
	Putative product
	Identity (%)
	Organism
	Accession no.

	x1551
	aclA
	ATP citrate lyase
	94
	Sulfurihydrogenibium sp. YO3AOP1
	YP_001931228

	x0599
	aclB
	ATP citrate lyase
	97
	Sulfurihydrogenibium azorense Az-Fu1
	YP_002728518

	x0311
	mdh
	malate dehydrogenase
	96
	Sulfurihydrogenibium azorense Az-Fu1
	YP_002728619

	x0312
	fumA
	fumarate hydratase
	94
	Sulfurihydrogenibium azorense Az-Fu1
	YP_002728620

	x0313
	fumB
	fumarate hydratase, class I 
	97
	Sulfurihydrogenibium azorense Az-Fu1
	YP_002728622

	x1291
	frd
	fumarate reductase, iron-sulfur subunit
	95
	Sulfurihydrogenibium azorense Az-Fu1
	YP_002728121

	x0315
	sucC
	succinyl-CoA synthetase subunit beta
	98
	Sulfurihydrogenibium azorense Az-Fu1
	YP_002728623

	x0318
	sucD
	succinyl-CoA synthetase subunit alpha
	97
	Sulfurihydrogenibium sp. YO3AOP1
	YP_001930810

	x0320
	forA
	subunit of 2-oxoglutarate:ferredoxin oxidoreductase
	94
	Sulfurihydrogenibium azorense Az-Fu1
	YP_002728627

	x0322
	forG
	subunit of 2-oxoglutarate:ferredoxin oxidoreductase
	95
	Sulfurihydrogenibium azorense Az-Fu1
	YP_002728629

	x0321
	forB
	subunit of 2-oxoglutarate:ferredoxin oxidoreductase
	93
	Sulfurihydrogenibium azorense Az-Fu1
	YP_002728628

	x0319
	forD
	subunit of 2-oxoglutarate:ferredoxin oxidoreductase
	92
	Sulfurihydrogenibium azorense Az-Fu1
	YP_002728626

	x0600
	icd
	isocitrate dehydrogenase
	89
	Sulfurihydrogenibium azorense Az-Fu1
	YP_002728517

	x0568
	acnB
	bifunctional aconitate hydratase 2/2-methylisocitrate dehydratase
	96
	Sulfurihydrogenibium azorense Az-Fu1
	YP_002729479



