	miRNA set
	First author [Ref]
	Description
	Sample storage
	Platform

	Arndt_tumor_vs_normal
	Arndt GM [1]
	DE miRNAs between 49 tumors and 4 normal mucosa (matched with 4 tumor) samples
	frozen
	Ambion

	Sarver_ tumor _vs_norm
	Sarver AL [2]
	DE miRNAs between 80 tumors and 28 normal mucosa samples
	frozen
	Illumina

	Piepoli_ tumor _vs_norm
	Piepoli A [3]
	DE miRNAs between 19  tumors and matched normal mucosa samples
	frozen
	Affimetrix

	Mosakhani_ tumor _vs_norm
	Mosakhani N [4]
	DE miRNAs between 55 metastatic  tumors and one commercial normal mucosa
	FFPE§
	Agilent

	Motoyama_ tumor _vs_norm
	Motoyama K [5]
	DE miRNAs between 4  tumors  and matched normal mucosa samples
	frozen
	Agilent


 Table S3: miRNA sets of DE miRNAs between colorectal cancer and normal mucosa available from literature







§FFPE = formalin fixed paraffin embedded 
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