Table S1 A summary of the transcriptome sequence data
	
	Data size
	Percentage (%) of the total

	Total data size
	3.3 Gb
	100.00

	Mapped to genome regions
	2.5 Gb
	75.76

	Mapped to gene regions
	1.6 Gb
	48.48

	Mapped to exon regions
	1.5 Gb
	45.45

	Mapped to intron regions
	87 Mb
	2.64

	Mapped to intergenic regions
	874 Mb
	26.48

	Mapped to rRNA regions
	5.3 Mb
	0.16 

	Mapped to tRNA regions
	4.7 Mb
	0.14 


