Supplementary Material S2. Nucleotide sequences and their translated amino acid sequences, of relevant relaxases obtained by DPMT from different test collections.

NikB-like protein of plasmid pAA-A3201. The clinical isolate containing this plasmid was obtained from a woman with urinary tract infection in Sweden [1]. A portion of the relaxase gene was amplified using P12-f+P1-r primer pair. This plasmid relaxase belongs to MOBP1 family, P12 subfamily. Its amino acid sequence is 80% identical to NikB protein of plasmid pO113 (GenBank Acc. no. AAQ17653).
Nucleotide sequence:

gcgaaagatgataccgatccggtgtttcattatattctgagctggccggcgcatgaaagcccgcgcccgggcgcggcgtttctgtggtgcggccataccctgaaaagcctggaactgagcaaacatcagtatgtggcggcggtgcataccgataccgataacctgcatattcat

Encoded protein sequence:

AKDDTDPVFHYILSWPAHESPRPGAAFLWCGHTLKSLELSKHQYVAAVHTDTDNLHIH
MobA/MobL-like protein from plasmid pAA-A3488. The clinical isolate containing this plasmid was obtained from a woman with urinary tract infection in Sweden [1]. A portion of the relaxase gene was amplified using Qu-f+Qu-r primer pair. This plasmid relaxase belongs to MOBQ family, Qu subfamily. Its amino acid sequence is 72% identical to MobA/MobL protein of plasmid pSMS35_4 (GenBank Acc. no. YP_001739884).
Nucleotide sequence:

gcggcgtatcgcagcggcagcctgatgctggatgaacgcaccggcctgaccccggattatacccgcaaacgccgctgcggcagctgcgatctgaccccggcg

Encoded protein sequence:

AAYRSGSLMLDERTGLTPDYTRKRRCGSCDLTPA
TraI-like protein from plasmid pAA-TC1-79a. The clinical isolate containing this plasmid was obtained from a Spanish hospital in 2002 [2]. A portion of the relaxase gene was amplified using F11-f+F1-r primer pair. This plasmid relaxase belongs to MOBF family, F11 subfamily. Its amino acid sequence is 80% identical to TraI protein of plasmid R46 (GenBank Acc. no. AAL13397).
Nucleotide sequence:

gatgattattatagcaaagatagcagctttaccgcgtggcatggccagggcgcggaagcgctgggcctgagcggcgaagtgagcagccagcgctttaaagaactgctggtgggcgaaattgatccgtttacccagatgaaacgcagcagcggcgatgcgaccaaagaacgcctgggctatgatctgcatttt

Encoded protein sequence:

DDYYSKDSSFTAWHGQGAEALGLSGEVSSQRFKELLVGEIDPFTQMKRSSGDATKERLGYDLHF
TraI-like protein from plasmid pAA-TC2-33a. The clinical isolate containing this plasmid was obtained from a Spanish hospital in 2004 [3]. A portion of the relaxase gene was amplified using F11-f+F1-r primer pair. This plasmid relaxase belongs to MOBF family, F11 subfamily. Its amino acid sequence is 80% identical to TraI protein of plasmid R46 (GenBank Acc. no. AAL13397).

Nucleotide sequence:

gatgattattatagcaaagatagcagctttaccgcgtggcatggccagggcgcggaagcgctgggcctgagcggcgaagtgagcagccagcgctttaaagaactgctggtgggcgaaattgatccgtttacccagatgaaacgcagcagcggcgatgcgaccaaagaacgcctgggctatgatctgcatttt

Encoded protein sequence:

DDYYSKDSSFTAWHGQGAEALGLSGEVSSQRFKELLVGEIDPFTQMKRSSGDATKERLGYDLHF
TraI-like protein of plasmid pAA-TC1-14a. The clinical isolate containing this plasmid was obtained from a Spanish hospital, during the period 2002-2004 [4]. A portion of the relaxase gene was amplified using F12-f+F1-r primer pair. This plasmid relaxase belongs to MOBF family, F12 subfamily. Its amino acid sequence is 86% identical to TraI protein of plasmid pKPN3 (GenBank Acc. no. YP_001338645).

Nucleotide sequence:

gataactattatgtgattggcagcatggatgaacgctgccagggcaaaggcgcggaagcgctgggcctggaaggcaaagtggataaacaggtgtttaccgaactgctgcagggcaaactgccggatggcagcgatctgacccgcattcaggatggcgtgaacaaacatcgcccgggctatgatctgaccttt
Encoded protein sequence:

DNYYVIGSMDERCQGKGAEALGLEGKVDKQVFTELLQGKLPDGSDLTRIQDGVNKHRPGYDLTF
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