Text S1. Estimation of spot weights for microarray data analysis
1. Quality flags
The Feature Extraction software quantifies the spot fluorescence intensities and provides a set of Boolean values to assess the data quality for each spot. These quality indicators evaluate both red and green channel data of each spot (indicators are listed in the first row of the table below; see the software manual for complete descriptions). Based on previous observations of the significance of each quality indicator, we classified the indicated combinations of Boolean values into a unique quality flag (see table below). Although spots with the best quality results were flagged as "1.00", other flag values were arbitrary.
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Determination of quality flags for spot data
2. Empirical estimation of spot weights
To obtain spot quality weights that could be entered into the data analysis, we followed the idea behind the array weight estimation of Ritchie et al. (2006). In our case, the data of the 16 array hibridizations (4 conditions x 4 biological replicates) were normalized, the array weights calculated, and a linear model was fitted as indicated in Materials and Methods. In this initial stage, all spots were equally weighted irrespective of their quality flags.
Spots with more reproducible transcription values —less variable— between replicates indicate a higher data quality. Hence, means of spot variances for each flag group were calculated. Spot weights were simply obtained by the normalized inverse of the mean variance. The results are summarized in the table bellow.
[image: image2.wmf]Quality flag

Mean of variances

Quality weight

Percentage of total spots

1.00

4.296

1.000

62.601%

0.80

4.827

0.890

4.110%

0.95

5.209

0.825

0.015%

0.01

6.366

0.675

32.611%

0.60

11.985

0.358

0.005%

0.40

20.589

0.209

0.002%

0.85

23.558

0.182

0.002%

0.30

35.496

0.121

0.051%

0.70

36.000

0.119

0.006%

0.50

44.424

0.097

0.597%


Estimated weights for each spot quality flag
