	Gene
	aSpecies
	bPosition /

UCSC browser
	STAT3 TFBS Sequences
	cSTAT3 TFBS Positions
	Ref

	A2m
	R
	chr4:158,101,711-158,104,210
	TTCTGGGAA
	-193 ~ -185
	
 ADDIN EN.CITE 

[1]


	AGT
	H
	chr1:228,916,065-228,918,564
	TTCTGGGAA
	-203 ~ -195
	
 ADDIN EN.CITE 

[2]


	CCND1
	H
	chr11:69,163,054-69,165,553
	TTCCAGCAA
	-936 ~ -928
	
 ADDIN EN.CITE 

[3]


	CDKN1A
	H
	chr6:36,752,465-36,754,964
	CTCCTTCCCGGAAGCA
	-682 ~ -667
	
 ADDIN EN.CITE 

[4]


	FCGR1A
	H
	chr1:148,018,912-148,021,411
	GTATTTCCCAGAAAAGCAAC
	-134 ~ -115
	
 ADDIN EN.CITE 

[5]


	FOS
	H
	chr14:74,813,284-74,815,783
	AGTTCCCGTCAAT
	-349 ~ -337
	[6]

	Fos
	M
	chr12:86,812,851-86,815,350
	CTGTTCCCGTCAATCCCTCCC
	-357 ~ -337
	
 ADDIN EN.CITE 

[7]


	HGF
	H
	chr7:81,236,889-81,239,388
	AGTTTCTTACCGTAAGAGGG
	-16 ~ +3
	
 ADDIN EN.CITE 

[8]


	IL18R1
	H
	chr2:102,343,529-102,346,028
	TTCTGAGAA
	-154 ~ -146
	
 ADDIN EN.CITE 

[9]


	IL6ST
	H
	chr5:55,326,021-55,328,520
	GCGTTACGGGAATCG
	-247 ~ -233
	
 ADDIN EN.CITE 

[10]


	IRF1
	H
	chr5:131,853,827-131,856,326
	CTGATTTCCCCGAAATGAC
	-166 ~ -144
	
 ADDIN EN.CITE 

[11]


	MCL1
	H
	chr1:148,818,261-148,820,760
	CCTTTCCCCTTTTATGGGAATACTTTTTTTAAAAA
	-52 ~ -18
	
 ADDIN EN.CITE 

[12]


	MMP2
	H
	chr16:54,068,589-54,071,088
	CTGCTCTATTTCCCAAGGTGTATC
	-607 ~ -584
	[13]

	Mt1
	M
	chr8:96,701,127-96,703,626
	GAGTTCTCGTAAACTC
	-288 ~ -273
	
 ADDIN EN.CITE 

[14]


	MUC1
	H
	chr1:153,428,825-153,431,324
	GGCTATTCCGGGAAGTGGT
	-513 ~ -495
	
 ADDIN EN.CITE 

[15]


	PIM1
	H
	chr6:37,243,964-37,246,463
	ACACACATCCCTTCCCAGAAATCAGGATTC
	-995 ~ -966
	
 ADDIN EN.CITE 

[16]


	Pomc
	M
	chr12:3,952,952-3,955,451
	TAGTGATATTTACCTCCAAATGCCAGGAAGGC
	-381 ~ -350
	
 ADDIN EN.CITE 

[17]


	PRF1
	H
	chr10:72,032,038-72,034,537
	TGGGGCCAGATTCCGAGAAGACAGCAT
	-1065 ~ -1039
	[18]

	SERPINA3
	H
	chr14:94,146,468-94,148,967
	CCGTATTACCAGAAATTATC
	-116 ~ -97
	
 ADDIN EN.CITE 

[19]


	Socs3
	M
	chr11:117,829,977-117,832,476
	CAGTTCCAGGAATCGGGGGGC
	-87 ~ -67
	
 ADDIN EN.CITE 

[20]


	Trh
	M
	chr6:92,194,143-92,196,642
	CCACCAGGTTTCCGGAAA
	-138 ~ -121
	
 ADDIN EN.CITE 

[21]


	VEGFA
	H
	chr6:43,843,931-43,846,430
	ATCCCTGGACACTTCCCAAAGGAC
	-866 ~ -843
	
 ADDIN EN.CITE 

[22]



aH, human; M, mouse; R, rat

bLocation of the 2.5kb promoter sequence obtained from the UCSC Genome browser (Human: Mar. 2006 Assembly, Mouse: July 2007 Assembly, Rat: Nov. 2004 Assembly)

cStart and end position of the known STAT3 TFBS in the promoter 
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