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Figure S1B
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Figure S1C
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Figure S1D
[image: image5.jpg]: Daumone Microarray Database
Glycolysis / Gluconeogenesis

GLYCOLYSE

Nucleotite sigars
metwboliam
oo Pentose and ghucuronate
interconversions

2714l

oo Swchand suerase
mewboliam

51510

D-Glusose

16910 extrace ler)

D-Glugose
St
[z71z]
ETTEL T S SR pryy [sa5}——
[ v D-Glucome-eF {
arouesp
e
(extrace llar) 0271 69] [meseum
Satiin
(extrace nlar) © i)

‘Aminophosphonate
metboliam

G-
;

I

Fhe Tyt & Trp I

() |

I
7 :
(P g |
i t N\, /

12151 L e L2y WO L-Lactate.
| Pyruvae——— T
| i v
e o Sovrgr [z ) ) Puspasost meabl
s
SEstom bote) 4Ll \\L Cs~Branched dibasic acid meabolism

|
S o —
|

N e ——
|
-

D-Alanine metaboliam,

o001 3rzane

|
Lo

Tywsine metabolism





Figure S1E
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