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Table S1: Plasmids used in this study

	Name
	Acc. No. 
	Ref.
	description

	p416GPD
	DQ269148
	[1]
	Yeast centromeric expression vector with GPD promoter and URA3 marker 

	p426GPD
	DQ019861
	[1]
	Yeast 2µ expression vector with GPD promoter and URA3 marker

	pEGFP-N1
	U55762
	Clontech
	Mammalian expression vector with CMV promoter for expression of C-terminal GFP-fusion proteins

	pTL-FlagC
	n.a. 
	
	Mammalian expression vector based on the pSG5 backbone [2] with SV40-early promoter for overexpression of FLAG-tagged proteins

	pBTM117c
	n.a.
	[3]
	Yeast two-hybrid vector for expression of 

LexA-fusion proteins, based on pBTM116

	pACT4-1b
	n.a.
	[4]
	Yeast two-hybrid vector for expression of AD-fusion proteins, based on pACT2 (Clontech)


Table S2: Oligonucleotides used to generate the yeast strain MR100 (tpi1)
	Name
	Sequence

	LEU2::tpi1-s
	tctataactacaaaaaacacatacataaactaaaaATGTCTGCCCCTAAGAAGAT

	LEU2::tpi1-as
	aaagaagataatatttttatataattatattaatcTTAAGCAAGGATTTTCTTAA

	TPI1-locus-s
	TAATTAAAGCAATCACACAATTCTCTCGG

	TPI1-locus-as
	GTGGCTCAGAATGAAAAAGAAACAA


The oligonucleotides TPI1-locus-s and TPI1-locus-as were used for genomic amplification of the yeast TPI1 locus.

Table S3: Oligonucleotides used to create TPI variants Cys41Tyr, Glu104Asp, Gly122Arg, Ile170 Val and Phe240Leu 

	TPI-Cys41Tyr
	s   accgaggtggtttatgctccccctactgcc
as ggcagtagggggagcataaaccacctcggt

	TPI-Glu104Asp
	s   catgtctttggggactcagatgagctgatt
as aatcagctcatctgagtccccaaagacatg

	TPI-Gly122Arg
	s   gcagagggactccgagtaatcgcctgcatt
as aatgcaggcgattactcggagtccctctgc

	TPI-Ile170 Val
	s   gagcctgtgtgggccgttggtactggcaag
as cttgccagtaccaacggcccacacaggctc

	TPI-Phe240Leu-as-Not1
	TATAGCGGCCGCtcattgtttggcattgatgatgtccacgagttc


Table S4: Oligonucleotides used to create expression plasmids p416GPD-TPI and p426GPD-TPI 

	Name
	Sequence

	TPI-s-BamH1
	GAGGATCCATGGCGCCCTCCAGGAAGTT

	TPI2ndATG-s-BamH1
	GAGGATCCATGGGAAACTGGAAGATGAACGG

	TPI-as-Xho1
	GAGCTCGAGTCATTGTTTGGCATTGATGA


Table S5: Oligonucleotides used to introduce start codon mutations or artificial stop codons 
	Name
	Sequence

	TPIMet1_AAG-s-BamH1
	GAGGATCCAAGGCGCCCTCCAGGAAGTTCTTCGTTGGG

	TPISer3_TER-s-BamH1
	GAGGATCCATGGCGCCCTAAAGGAAGTTCTTCGTTGGG

	TPI-pEGFPN1-s-Sal1
	GATGTCGACAATGGCGCCCTCCAGGAAGTT

	TPIMet1_AAG-pEGFPN1-s-Sal1
	GATGTCGACAAAGGCGCCCTCCAGGAAGTT

	TPISer3_TER-pEGFPN1-s-Sal1
	GATGTCGACAATGGCGCCCTAAAGGAAGTT

	TPI-pEGFPN1-as-BamH1
	CTGGATCCCAGTTCTGCGCAGCCA


Table S6: Oligonucleotides used to create yeast two-hybrid plasmids 

	Name
	Sequence

	TPI-s-Sal1
	GCGTCGACGATGGCGCCCTCCAGGAAGTT

	TPI-as-Not1
	CATAGCGGCCGCTCATTGTTTGGCATTGATGA

	TPI2ndATG-s-Sal1
	GAGTCGACAGGAAACTGGAAGATGAACGG


All nucleotide sequences are aligned in 5` - 3`direction and underlined sequences represent restriction sites. Start and Stop codons are highlighted. PCR reactions were performed using Vent® proofreading polymerase. All DNA modifying and restriction enzymes were obtained from New England Biolabs and used according to the manufacturers recommendations.
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