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S4 Fig. Density plots of cattle model parameters. Cattle data are from the combined BacZoo
study conducted 2013 to 2015 in Arusha and Kilimanjaro Regions, and the SEEDZ study
conducted in 2016 in Arusha and Manyara Regions of Tanzania. p[1] denotes seroprevalence in
the non-pastoralist subpopulation. p[2] denotes seroprevalence in the pastoralist subpopulation.
Se is sensitivity. Sp is specificity. [1] denotes the Rose Bengal plate test. [2] denotes the Animal
and Plant Health Agency, UK, competitive enzyme-linked immunosorbent assay. series is a series
diagnostic testing approach. parallel is a parallel diagnostic testing approach. covDn is covariance
when animal is disease negative. covDp is covariance when animal is disease positive.



