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S13 Fig. (A) GM 12878 SIPs are driven by a large number of interactions. Distribution of the number of
significant interactions (log10 scale) between promoter bait and promoter interacting regions (PIRs) for
SIPs and non-SIPs in GM 12878 HiChlIP. (B) The Distribution of the median SIP score (-logl0 MAPS g-
value) of significant interactions per promoter bait for SIPs and non-SIPs in GM 12878 HiChIP. (C)
Distribution of the number of significant interactions (log10 scale) between promoter bait and promoter
interacting regions (PIRs) for SIPs and non-SIPs in GM 12878 Hi-C. (D) The Distribution of the median
SIP score (-log10 g-value) of significant interactions per promoter bait for SIPs and non-SIPs in
GM12878 Hi-C. The median of each distribution is marked by a black dot.



