
S3 Table. Variants in the SLC2A10 region  
Variant type Number of variants   
Non coding transcript variant 2404  
5’ UTR variant 74  
3’ UTR variant 663  
Missense variant 486  
Noncoding transcript exon variant 298  
Intron variant 7829  
Coding sequence variant 228  
Stop gained  15  
Synonymous variant 230  
Frameshift variant 25  
In-frame insertion 1  
In-frame deletion 4  
Stop retained variant  3  
Start lost 4  
Splice region variant 45  
Splice donor variant 10  
Splice acceptor variant 6  

Chromosome 20:46,709,649-46,736,347 (GRCh38:CM000682.2). 
Variant classification using Ensemble.  
  


