
0.5

UP000006764_469_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Alcanivorax_pacificus

UP000007808_1188_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Sphingobacteriia/sp_Sphingobacterium_sp_21

UP000001302_2294_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_Parvuliarcular_bermudensis

UP000008707_804_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Halomonas_elongata

UP000008316_6032_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Pseudomonas_gladioli

Bdis_3g01277

UP000002677_2510_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_gamma_proteobacterium_HdN1

Smoe_XP_002993278

UP000005438_2926_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Chitinophagia/sp_Niastella_koreensis

Ptri_XP_002184871

UP000004263_1029_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Bermanella_marisrubri

UP000010384_3423_phylum_cyanophytes/class_-/sp_Croococcidiopsis_thermalis

Mgut_mgv1a004332m

Alai_CCA24412

Mpol_8180

UP000002171_2501_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Neptuniibacter_caesariensis

UP000001258_3418_phylum_low_GC_Gram+/class_Firmibacteria/sp_Bacillus_halodurans

UP000032941_2954

Mpol_9278

UP000010389_749_phylum_cyanophytes/class_-/sp_Leptolyngbya_sp_PCC_7376

Pinf_XP_002903614

Ehux_440685

UP000009100_4292_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Vibrio_tasmaniensis

Pinf_XP_002900550

UP000002139_6043_phylum_purple_photosynthetic_bacteria_and_relatives/class_delta_subgroup/sp_Sorangium_nigrum

UP000001982_65_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Shewanella_denitrificans

Bnat_41977

UP000000238_2963

UP000033732_1276_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_-

Kfla_8997

UP000005766_3480_phylum_cyanophytes/class_-/sp_Synechococcus_sp_PCC7335

Sbic_03g025300

Ccri_T00009493001

Sbic_04g001000

Cvar_EFN52689

Pult_2696

Anid_7526

UP000007730_535_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_Pseudomonas_carboxydovorans

Vcar_XP_002947064

Gpro_57051

UP000016160_736_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Flavobacteriia/sp_Formosa_agariphila

UP000002011_2048_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Cytophagia/sp_Dyadobacter_fermentens

Atha_30033

Umay_XP_759996

UP000002221_1430_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_-/sp_Rhodothermus_obamensis

UP000037921_2309_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Burkholderia_sp_ST111

UP000027249_3392

UP000010878_2121_phylum_euryarchaeotes/class_Halomebacteria/sp_Natronococcus_occultus

UP000024387_912_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Dyella_jiangningensis

UP000001203_2286

UP000000390_1019_phylum_euryarchaeotes/class_Halomebacteria/sp_Halalkalicoccus_jeotgali

UP000011859_2271_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_-

Cpar_675Contig10946

Pult_12610

UP000032438_3936_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Vibrio_viscosus

UP000010384_3713

UP000005943_1948_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_Roseobacter_sp_MED193

UP000010379_528_phylum_cyanophytes/class_-/sp_Synechococcus_sp_PCC_6312

UP000033642_2416_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Halomonas_sp_S2151

Vcar_XP_002955238

UP000033581_1322_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Gammaproteobacteria_bacterium_c0

UP000002028_1312_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Cytophagia/sp_Spirosoma_linguale

UP000004625_3041_phylum_low_GC_Gram+/class_Firmibacteria/sp_Lactobacillus_parashochufarrago

UP000004344_492_phylum_cyanophytes/class_-/sp_-

UP000010474_1448_phylum_cyanophytes/class_-/sp_Anabaena_cylindrica

UP000001981_1866_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_-

UP000003586_3111_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Chitinophagia/sp_Niabella_soli

Ccin_CC1G_07229

Sagg_81712

UP000000238_1221_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Hahella_chejuensis

UP000000233_875

UP000001993_657

UP000010390_1814_phylum_cyanophytes/class_-/sp_Calothrix_sp_PCC7507

Toce_31243

UP000003950_342_phylum_cyanophytes/class_-/sp_Synechococcus_sp_PCC7001

Bdis_3g01290

Mpol_6345

Mgut_mgv1a025664m

UP000008392_2963_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Collimonas_group_C

Bdis_3g01250

UP000018419_677

Ptri_XP_002178487

UP000000239_2168_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_-

Sbic_04g000970

UP000003922_3070_phylum_cyanophytes/class_-/sp_Erythrosphaera_marina

UP000002220_1880_phylum_Planctomycetes/class_Planctomycetia/sp_Planctopirus_limnophilus

UP000033121_4135_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Chitinophagia/sp_Flavihumibacter_petaseus

UP000009073_2928_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Tolumonas_auensis

UP000007590_3546_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Sphingobacteriia/sp_[Flexibacter]_canadensis

Mpol_15963

Bdis_2g40740

Acoe_030_00093

UP000008210_1846_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Wautersia_eutropha

Ppat_XP_001768801

Esil_CBJ31728

UP000031643_946_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_Methyloceanus_cenitepidus

UP000009283_1026_phylum_low_GC_Gram+/class_Firmibacteria/sp_Bacillus_coagulans

UP000013121_859_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Acinetobacter_guillouiae

UP000006803_5208_phylum_cyanophytes/class_-/sp_-

Ptri_XP_002180934

UP000009145_1031_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Methylophaga_frappieri

UP000000546_1520_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Psychrobacter_arcticus

Bnat_29248

UP000000329_3455_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Herbispirillum_seropedicense

UP000027604_3265_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Janthinobacterium_agaricidamnosum

Vbra_691

Mgut_mgv1a004568m

UP000032266_3355_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Gynuella_sunshinyii

UP000019325_1418_phylum_cyanophytes/class_-/sp_Nodularia_spumigena

UP000002587_623_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Ruthia_magnifica

UP000033681_459_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Flavobacteriia/sp_Flavobacteriales_bacterium_c54

UP000010798_5465_phylum_Planctomycetes/class_Planctomycetia/sp_Singulisphaera_acidiphila

UP000031623_2421_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Thioploca_ingrica

UP000015559_2253_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Sulfuricella_denitrificans

UP000019024_1429_phylum_euryarchaeotes/class_Halomebacteria/sp_Halostagnum_larsenii

UP000006334_450_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Glaciecola_lipolytica

UP000001035_5213_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Burkholderia_cepacia_genomovar_IIIb

Mgut_mgv1a005636m

UP000034410_219_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Sedimenticola_thiotaurini

UP000006282_656_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_-

Aker_60652

UP000001544_2877_phylum_low_GC_Gram+/class_Firmibacteria/sp_Bacillus_pseudofirmus

UP000002768_1730_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Neisseria_sp_oral_taxon_014

UP000005442_3466_phylum_actinobacteria/class_high_GC_Gram+/sp_Mycobacterium_rhodesiense

UP000003835_5567_phylum_cyanophytes/class_-/sp_Microcoleus_chthonoplastes

UP000002384_3395_phylum_cyanophytes/class_-/sp_Synechococcus_sp_PCC_7424

UP000000671_7458_phylum_Fibrobacteres/Acidobacteria_group/class_Solibacteres/sp_Solibacter_usitatus

UP000006242_2222_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Salinisphaera_shabanensis

UP000034883_1304_phylum_purple_photosynthetic_bacteria_and_relatives/class_delta_subgroup/sp_Sandaracinus_amylolyticus

UP000008888_3155_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Pseudomonas_methanica

UP000008888_4137

UP000010383_273_phylum_cyanophytes/class_-/sp_Geitlerinema_sp_PCC_7407

Atha_11637

UP000008908_123_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Flavobacteriia/sp_Muricauda_ruestringensis

Vcar_XP_002955218

UP000000925_1714_phylum_verrucomicrobia/class_Opitutae/sp_Coraliomargarita_akajimensis

Crei_XP_001696789

Atha_3537

UP000000432_783_phylum_low_GC_Gram+/class_Firmibacteria/sp_Streptobacterium_plantarum

UP000000493_2011_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Cytophagia/sp_Runella_slithyformis

UP000001993_1488_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Psychrobacter_sp_PRwf-1

UP000003856_1818_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Pseudomonas_delafieldii

UP000002186_426_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Thauera_sp_MZ1T

UP000006327_4675_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Paraglaciecola_arctica

Mpol_10920

UP000006309_81046_phylum_-/class_-/sp_uncultured_eubacterium

UP000005167_46_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_-

UP000004692_115_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_gamma_proteobacterium_HTCC5015

UP000003839_387_phylum_verrucomicrobia/class_Verrucomicrobiae/sp_Verrucomicrobiales_bacterium_DG1235

UP000010475_3052_phylum_cyanophytes/class_-/sp_Cylindrospermum_stagnale

UP000009004_3356_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_-

Atha_1756

UP000001947_1723

UP000000547_104_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Vibrio_psychroerythus

Vbra_21071

UP000007507_2881_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Herbaspirillum_sp_YR522

UP000031843_6245

UP000003049_6407_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Burkholderia_sp_TJI49

UP000000430_1577

Sarc_SARC_08916

UP000010101_2024_phylum_cyanophytes/class_-/sp_-

Ntab_3789

Ncra_6351NCU07205

UP000008204_3294_phylum_cyanophytes/class_-/sp_-

UP000002215_2312_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Chitinophagia/sp_Chitinophaga_pinensis

Chsp_5066

Aano_F0Y6A2

UP000005737_3737_phylum_Spirochaetes/class_Spirochaetia/sp_Leptospira_illini

UP000006910_625_phylum_low_GC_Gram+/class_Firmibacteria/sp_Lactobacterium_fermentum

UP000031501_4670_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_-

Ppat_XP_001754049

Toce_10904

p-NRT2_tblastn_Otau_NC_014435.1_155021-156448_frame1

UP000002187_3455_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Pseudomonas_glumae

Mpol_14273

Mver_08622

UP000007127_2333_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_-

UP000011757_2794_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Marinobacter_sp_BSs20148

Acoe_002_00060

UP000004679_918_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Methylophaga_thiooxydans

UP000032749_1015_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Oleispira_antarctica

UP000000639_981_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Psychromonas_ingrahamii

Gthe_154872

Esil_CBJ31725

UP000018258_1469_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Halomonas_sp_A3H3

Mpus_Micpu49583

UP000010796_1928_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Cytophagia/sp_Echinicola_vietnamensis

Cpar_10143Contig53034

Mgut_mgv1a023971m

Anid_3235

UP000002350_4058_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Shewanella_violacea

UP000004690_2917_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Flavobacteriia/sp_Joostella_marina

Mpol_10947

UP000001191_2320_phylum_cyanophytes/class_-/sp_Nostoc_punctiforme

UP000002698_727_phylum_euryarchaeotes/class_Halomebacteria/sp_strain_Gabara

UP000035013_2254_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Spongiibacter_sp_IMCC21906

UP000000466_627

UP000000605_1146_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Pseudomonas_pseudomallei

Mgut_mgv1a005911m

UP000001115_2399_phylum_cyanophytes/class_-/sp_Synechococcus_sp_RCC307

Mgut_mgv1a004788m

Sbic_03g032310

UP000003395_3986

UP000001550_718_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Burkholderia_sp_CCGE1003

UP000033602_2488_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Pseudomonas_xanthomarina

Bnat_55712

Phal_2142

UP000003255_1323_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Beggiatoa_sp_PS

UP000010380_450_phylum_cyanophytes/class_-/sp_Rivularia_sp_LIP

UP000002287_4857_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_-

Ppat_XP_001779265

UP000005808_190_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Wautersia_basilensis

Ehux_361445

UP000034887_1161_phylum_low_GC_Gram+/class_Firmibacteria/sp_Bacillus_sp_SA1-12

Opar_3451

Ppat_XP_001765331

UP000010367_5638_phylum_cyanophytes/class_-/sp_Phormidium_acuminatum

UP000010481_1965_phylum_cyanophytes/class_-/sp_Aphanothece_halophytica_'Solar_Lake'

UP000037884_2074_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_alpha_proteobacterium_AAP38

UP000008206_5193_phylum_cyanophytes/class_-/sp_Cyanothece_sp_PCC_7822

Bnat_47189

Pinf_XP_002900552

UP000001868_2705_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_Phenylobacterium_zucineum

UP000003959_5971_phylum_cyanophytes/class_-/sp_Moorea_producta

UP000008878_3431_phylum_cyanophytes/class_-/sp_Trichodesmium_erythraeum

UP000018418_2884_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Acinetobacter_brisouii

UP000000737_1160_phylum_cyanophytes/class_-/sp_Lyngbya_sp_PCC_8106

UP000006286_116_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Alcanivorax_sp_UVAD

UP000002168_4080

Ppat_XP_001768212

UP000003395_3984_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Cellvibrio_sp_BR

UP000000593_2719_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Photobacterium_profundum

UP000001225_3451
UP000006876_5812_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Alcaligenes_xylosoxydans_xylosoxydans

UP000003544_2465_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_strain_MP

UP000000271_105_phylum_low_GC_Gram+/class_Firmibacteria/sp_[Bacillus]_selenitireducens

UP000010381_1996_phylum_cyanophytes/class_-/sp_Nostoc_sp_PCC_7107

UP000007296_652_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Herbaspirillum_sp_CF444

UP000008315_850_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Methylomicrobium_alcaliphilum

UP000007029_1793_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_Roseobacter_denitrificans

Vcar_XP_002955217

UP000008898_1745_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Flavobacteriia/sp_strain_Dsij

UP000010478_827_phylum_cyanophytes/class_-/sp_Oscillatoria_nigroviridis

UP000003250_5534_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_Mesorhizobium_alhagi

UP000033997_2076_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_Sphingomonas_sp_Ag1

UP000001436_487_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Ralstonia_solanacearum

UP000008850_810_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_Pelagibacterium_halotolerans

Pyez_15784_g3774

Vcar_XP_002947869

Mpol_11433

Acoe_030_00092

Pult_12598

Crei_XP_001694496

UP000034315_1726_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_-

UP000011866_3183_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Thalassolituus_oleivorans

Gsul_4935

Mgut_mgv1a019058m

UP000004972_1742_phylum_cyanophytes/class_-/sp_Synechococcus_sp_RS9916

UP000002168_1651_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Shewanella_woodyi

Tpse_XP_002288802

Ptri_XP_002185352

UP000001036_2197_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Pseudomonas_fluorescens_subsp_cellulosa

UP000006821_2364_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Methylococcus_capsulatus

Clim_g5611

Bade_5232

UP000010380_5873

UP000001847_1514_phylum_Spirochaetes/class_Spirochaetia/sp_strain_Patoc_I

Mgut_mgv1a022931m

UP000001688_1267_phylum_cyanophytes/class_-/sp_-

Alim_120676

Bnat_48035

UP000009144_2525_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Methylophaga_nitratireducenticrescens

UP000001822_2291_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Cytophagia/sp_Cytophaga_hutchinsonii

UP000032870_1316_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Acinetobacter_sp_HR7

Atha_16968

UP000033457_1911_phylum_actinobacteria/class_high_GC_Gram+/sp_Corynebacterium_murium

UP000000366_1681_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Methylibium_petroleiphilum

Aker_43858

Vbra_3602

Ntab_3446

Atha_25512

Aano_F0YL80

Pinf_XP_002900551

UP000011058_4290_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Cytophagia/sp_Fibrella_aestuarina

Mgut_mgv1a023402m

UP000033468_3229_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_Rhodospirillaceae_bacterium_c57

UP000010472_2969_phylum_cyanophytes/class_-/sp_Crinalium_epipsammum

UP000018258_4240

UP000001870_2642_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_strain_DE

Mpol_13516

Atha_18762

Mgut_mgv1a027122m

Tpse_XP_002295904

UP000001947_1724_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Saccharophagus_degradans

UP000008871_1647_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_-

Mgut_mgv1a006145m

Mpol_13200

Mpol_17009

Ehux_73160

Smin_016992_t1

UP000003769_3132_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Vibrio_shilonii

UP000006552_885_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Aromatoleum_aromaticum

UP000001225_2241_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Bordetella_petrii

UP000009080_1965_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Teredinibacter_turnerae

UP000003087_3028_phylum_Planctomycetes/class_Planctomycetia/sp_Planctomyces_maris

UP000004664_726_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Methylobacter_tundripaludum

UP000005964_3143_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_Roseobacter_sp_SK209-2-6

Smoe_XP_002966266

UP000006794_2678_phylum_euryarchaeotes/class_Halomebacteria/sp_Halopiger_xhanaduii

Spun_SPPG_01654

UP000002774_3011_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Sphingobacteriia/sp_Mucilaginibacter_paludis

Uram_251407

UP000002608_1769_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Shewanella_pealeii

UP000010473_1571_phylum_cyanophytes/class_-/sp_Stanieria_cyanosphaera

UP000004374_900_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Rheinheimera_nanhaiensis

Bdis_3g01270

UP000015562_562_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_endosymbiont_of_unidentified_scaly_snail_isolate_Monju

UP000000268_6634_phylum_cyanophytes/class_-/sp_-

UP000001192_6135_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Paraburkholderia_phymatum

UP000035081_2041_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Marinobacter_salarius

UP000001635_3019_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Cytophagia/sp_strain_Raj

Kfla_5215
Ppat_XP_001754130

UP000005090_2722_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Methylomonas_albus

UP000006801_2573_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_-

UP000001983_934_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Polaromonas_sp_JS666

Bade_1945

Mpol_14780

Bdis_2g47640

Rirr_46659

Esil_CBJ31726

Ppat_XP_001768210

UP000006316_2447_phylum_low_GC_Gram+/class_Firmibacteria/sp_Bacillus_bataviensis

Mgut_mgv1a005457m

UP000001422_137

UP000027249_633_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Halomonas_cf_campisalis_'campaniae'

Cvar_EFN52690

Bnat_47047

UP000001566_2435

Aory_CADAORAT00006174

Acoe_002_00061

Cpar_16401Contig10789

UP000003070_131_phylum_low_GC_Gram+/class_Firmibacteria/sp_Lactobacillus_oris

Cfra_4046T1

Ptri_XP_002177983

UP000009309_2498_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Cytophagia/sp_Fibrisoma_limi

UP000005766_1945

UP000003704_2275_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Hydrocarbophaga_effusa

Mpol_16082

UP000002566_4010_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Ralstonia_pickettii

UP000008207_6905_phylum_purple_photosynthetic_bacteria_and_relatives/class_alpha_subgroup/sp_Methylobacterium_nodulans

Rirr_30454

Hara_4352

Tmel_XP_002841190

UP000001962_1860_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Alkalilimnicola_ehrlichii

UP000003919_1098_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Cytophagia/sp_Algoriphagus_machipongonensis

UP000003473_826_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Zhongshania_aliphaticivorans

UP000004105_1886_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Neisseria_bacilliformis

UP000017667_2220

UP000006073_2635_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Cytophagia/sp_Indibacter_alkaliphilus

UP000032634_2793_phylum_purple_photosynthetic_bacteria_and_relatives/class_beta_subgroup/sp_Burkholderia_uboniae

UP000034895_2827_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Arsukibacterium_sp_MJ3

UP000001903_731_phylum_euryarchaeotes/class_Halomebacteria/sp_Haloterrigena_turkmenicus

UP000031501_5708

UP000004218_2303_phylum_actinobacteria/class_high_GC_Gram+/sp_Oospora_matruchoti

Ehux_311732

Pult_5693

Crei_XP_001699931

UP000006315_2478_phylum_low_GC_Gram+/class_Firmibacteria/sp_Bacillus_azotoformans

UP000000998_3045

Gpro_131472

UP000032303_3026_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Photobacterium_gaetbulicola

Esil_CBJ31727

UP000004947_3149_phylum_Lentisphaeraeota/class_Lentisphaeria/sp_Lentisphaera_araneosa

Tpse_XP_002287398

Bade_5343

UP000001401_3656_phylum_low_GC_Gram+/class_Firmibacteria/sp_Bacillus_cellulosilyticus

Alim_62548

Cmer_CMG018C

UP000009383_22_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_uncultured_SUP05_cluster_bacterium

Crei_XP_001696788

UP000001422_138

Mgut_mgv1a004977m

UP000001908_1388_phylum_actinobacteria/class_high_GC_Gram+/sp_-

UP000017667_2582_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_-

Ehux_62811

Ppat_XP_001785194

UP000000684_2492_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Shewanella_livingstonis

Fgra_CEF72344

UP000008634_1772_phylum_Cytophaga-Flexibacter-Bacteroides_phylum/class_Flavobacteriia/sp_Cellulophaga_algicola

UP000010471_292_phylum_cyanophytes/class_-/sp_Oscillatoria_sp_Mc

UP000000466_1991_phylum_purple_photosynthetic_bacteria_and_relatives/class_gamma_subgroup/sp_Simiduia_agarivorans

UP000000740_481_phylum_euryarchaeotes/class_Halomebacteria/sp_Halorubrum_lacusprofundi
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Eukaryota
Taxa with plastid/plastid-related organelles

Other eukaroytes

Bacteria
Cytophaga-Flexibacter-Bacteroides (Phylum)
Planctomycetes (Phylum)
Aquificaeota (Phylum)
Cyanophytes (Phylum)

Purple photosynthetic bacteria and relatives (Phylum)

Alpha subgroup

Gamma subgroup

Beta subgroup

Others

Euryarchaeotas (Phylum)

Archaea

Taxonomy

[Plastid donors]

[Mitochondrial donors]

Delta subgroup

Number of taxa: 393

Alignment length: 441

Parsimony info. sites: 97.50%

Alignment statistics

Maximium likelihood

1000 UFBoot replicates

Phylogenetic inference

LG+F+R10

Missing data: 6.09%

Supplementary figure 7 NRT2 (euks + proks)


