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Analysis of SNP rs4773144: 

Data from RegulomeDB. 

Data from RegulomeDB show that 

SNP rs4773144 (position indicated 

by vertical red line) and 3 other 

SNPs (rs4773143, rs7986871 and 

rs3809346) in strong linkage 

disequilibrium (r2>0.8) with it, are 

located in a genomic region with 

binding of the RNA polymerase II 

POLR2A subunit and transcription 

factors, detected by the ENCODE 

project, and that the DNA sequence 

at the rs4773144 site shares 

similarity with the consensus 

binding element of the transcription 

factor STAT3.


