S2 Fig. Flow chart of the study.

Identification of association signals
115,182 SNPs from MetaboChip genotyping
2,626 individuals (IHIT)

22 erythrocyte membrane FAs (Fig 1)

Associations signals - MetaboChip
6 independent loci (p<4.3x1077; S1 Fig)
Lead SNPs and most associated FAs (Table 1)

Fine mapping: candidate genes and SNPs
Identification of possible causal candidate SNPs by
imputation
FA associations for candidate SNPs (Table 2 & Fig 1)
conditional analyses (Fig 2, Fig 4 & S3-S7 Fig)

Metabolic-phenotype associations
4,674 individuals (IHIT+B99+BBH)
21 phenotypes assessed for the 6 candidate SNPs
(Table 3, Fig 3 & S1-S9 Tables)




