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	WT_1
	WT_2
	WT_3
	lbl1_1
	lbl1_2
	lbl1_3

	18-26 nt Reads
	3934045
	4188485
	3555224
	3378193
	3295362
	3489183

	Genome-Matched Reads
	3710371
	3872793
	3305761
	3076677
	3000592
	3187747

	(% of Total Reads)
	(94.3%)
	(92.5%)
	(93.0%)
	(91.1%)
	(91.1%)
	(91.4%)

	Distinct Genome-Matched Reads
	1618249
	1672721
	1482263
	1404666
	1413360
	1440737

	(% of Genome-Matched Reads)
	(43.6%)
	(43.2%)
	(44.5%)
	(45.6%)
	(47.1%)
	(45.2%)
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