Table S3: Non-synonymous mutations in genes rpoB, gyrA and gyrB. 
	Gene
	Nucleotide change
	Amino acid change
	Studies describing the mutation

	rpoB
	G713A
	G238D
	

	
	A1364G
	N455S
	

	
	A1487G
	D496G
	

	
	A1562G
	D521G
	[1,2,3,4]

	
	C1591A
	H531N
	[3]

	
	A1592T
	H531L
	[2,3,4]

	
	G3376A
	V1126I
	

	
	A3718G
	T1240A
	

	gyrA
	C248T
	T83I
	[5]

	
	G259T
	D87Y
	[6]

	
	G259A
	D87N
	[7,8,9]

	
	A260G
	D87S
	[10]

	
	G1843C
	A615P
	

	gyrB
	G943A
	D315N
	

	
	C1397T
	S466F
	[11]

	
	G1404T
	E468D
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For each of the mutations, we have listed studies of our knowledge to have shown or indicated the specific mutation to confer resistance against an antibiotic.
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